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<ii:> T.e-=Ger- Corporation for Genome Research - ' 

Human nucleic acid sequences from prostate tissue 

<130> 515T 0 AWCM 1 -"Xl 4 - ? 

<14 0> PCT/DE99 / 0 0 ^2 2 
<141> 1999-03-09 

<160> 295 

<210> 1 

<400> 1 
000 

<210> 2 

<:2il> 1437 

<212> DNA 

<213> homo sac i a r.s 

<400> 2 



ctccttggaa 
gccagacaca 
tccagcccca 
caccTiccggc 
ccaagttcag 
accccgaagc 
agcagaggga 
accaaaacca 
agctggagca 
tggctgtcaa 
ccgcgctcta 
ctccagggcc 
gacaccctgg 
acgggcaagg 
ggcacctccc 
cagtacgccc 
gagactgtgc 
gactgcggga 
cacgtgctct 
cttcagaccg 
ctcagttatt 
tgccctgacc 
cctcgcccat 
aaggtttagt 



gtccccztcc 
gt "ccai:gc- 
gacccagccc 
tccagccccc 
cccnggagcc 
tcttrc-gcc 
gaagccccga 
ggcgcgctcc 
gctgacccag 
cgaac -ccgc 
gggcacctgt 
agcag -ccta 
agaag-gtaa 
cctaccaccc 
tcatcgtgga 
cgaggcgctc 
gagrggtcgc 
agcccctgtc 
gtcggaagtg 
cagtccatgc 
gttttgatgt 
caggacccaa 
cctgcaggga 
gctgcrgcct 



agcrccragc 
cagccccagc 
gugtctiti~gg 
aagrrrtccc 
ccaggcggai: 
ggcacaggct 
gtgcaggaga 
cctggggccG 
cagctaatgc 
ggccgatgcc 
tccacatcgc 
cagtctggag 
cacctgcggg 
gcactgcttc 
ccaggccaac 
cgtctgctct 
cctggacaag 
gattgaggca 
ccacactgcc 
cccattgtgg 
ctagcccctc 
catggtctag 
ttgcccaccg 
tcactgctgc 



ctctgcccca 
cccagcccaa 
ctaacaccca 
cagtgacrcc 
ctigggccaca 
cccctcaacc 
agcagcaccc 
cagggcccct 
aggacatgga 
atcaacccct 
ctgcttcacc 
ggggcgccgt 
gagcccatca 
acctgtgtgg 
cggccccact 
gagcccatca 
aacttccaca 
gatgacaatg 
agagcccaga 
accacccaca 
ccatttccaa 
ggatgcagga 
tcttccagac 
acccgcgccc 



ggcrccggct 
gccr caggcc 
gccccgaggg 
caagcccact: 
accaaaccaa 
tcccagcctc 
cgtgccccca 
gactctgaag 
gcatcct-cag 
ggcccgggcg 
tgccaccagc 
actgcgaggg 
ctgaccgcat 
tctgcgcccg 
gtgtccccga 
tgcccgagcc 
tgaagtgcta 
gctgcttccc 
cctgagtgag 
ctgagaccac 
cccctcccta 
tccccgccct 
accccacccg 
tcggccggcc 



ccggctcaga €0 
caaccccacg 120 
cccccagcct 130 
cctgrggctt 240 
aaactggggc 3 00 
acctacgccc 360 
ccggctcaga 420 
gaggtggagg 4 30 
aggcagaatg 540 
cagcagccgt 500 
gcgcgcagag 550 
ctgttacact 720 
gctgagggcc 730 
ccccctggag 340 
ccaccacaag 900 
tggccgagat 960 
caagcgtgagl02 0 
cctggacggtioao 
gacaggccct 114 0 
ctgcccccacl2 0 0 
gcatcccaggl2 60 
ggggtctggtl3 2 0 
a-g9999gcac 13 8 0 
ccccgag 1437 



<210> 3 
<211> 707 
<212> DMA 

<2 13> homo sapiens 
<400> 3 



tgcggcccgg gcc^taaagc gtccattitcc cagcggccct ccgctgcgag accgcagccc 
ttctccggag cctcagagcc gcaagacacc acgactccca gaggacctcg cgccgggcaa 
gaaagactiac acct-ccaga ggcccctgcg gcgccgcgac aggaagcggc gggcgagccg 
agcgtccttg cgcg-ggatc cgagcgacca tggtggcccg ggtgtggtcg ctgatgaggt 

ggcgtacgac caggagctgc 



tcctcaccaa gggaagcgtg gctgggggcg ccgtccacc: 

^gggg*---^? -g-^--^^^^?''^ caggcagccc tacagaaggc 



60 
120 
130 
240 
300 
350 




2 



ccacgcacca 


g~ - cagccag 




agcagacagg 


cccgcaga- a 


ccccagctcc 


420 


raacccc- 


aaaga z" ac 




gcgac wcctg 


gaacgcaggc 


accacgacgg 


430 


- ^acat: "age 


- ctgcrggtg 


gcccccucca 


aggcccgcga 


atac- crcaag 


gagggccgga^ 


540 


agcacgi raa 


ggcgcgcacc 


aagtiagcgag 


tcagcagggc 


cgccrgcccc 


ggccagaacg 


600 


ggcagggczg 


ccaczgaccc 


gaagacrccg 


gactgggacc 


ccaccccgag 


ggcaggccrc 


560 


ccgacigccg 


gcccaacaaa 




agtigaaaaaa 


aaaaaaa 




707 



<210> 4 
<211> 1255 
<212> DMA 

<213> homo sapiens 
<400> 4 



cactggcatg ggcanacact 
cctatacnca gacgtgggag 
aacgggcaga cac" tggtitia 
tcaccaactc agaaatatga 
tcatatatac caaagaggct 
gtgagccacc acgcccagcc 
cccccrct-a gttccatgat 
ggcccgtgga gaatcaggtt 
cancaccaac tcrcccgatt 
taaagtggag atcccgaagt 
catagagtga agcctctcgt 
aggccgcggg gtgagcctct 
cttcacgagc tgccccttga 
ccaacctggg ggatrgacac 
gaatcagcct: tggcaagatc 
cacagcacac cacrgtccct 
accccagtct gcrtttgtag 
gctgggaagc gcctzactctc 
tggaagaccc agccacccgc 
cggagtaatt attctactct 
tggaatttcc ctrcacagac 
ggatt 



actcacaggg tgtgtgagac 
cgacatcaac gaaatctgta 
attgtgccag acacctaaaa 
cttantncua gacttcatgg 
tacgggttca' ttgatcggtt 
aagatgaact ccttaaggac 
cctgagat^a ttttcagcr r 
aatgaggcaa agger cpccq 
caaaaaacrg ccaagagact: 
ggaaaatagg tactgtcaga 
gagggctngc aggccgctgc 
cagcaggaca gaaaacaagg 
gcctaaaaag taggctttat 
gaccggggaa aatgttccta 
ccgccaacag ctagctgctt 
tcactgcact ttcttcctgc 
tggrttggca aggttagaag 
tgggccaccg ctgcagaggc 
agcagaggca gcctatccca 
cctttntaca taaatggttt 
actgataatc ctttccagcc 



gagaagaaca cgtcaangtt: 60 
ccgcacgaaa gctacacaaa 120 
tgtatgttca gaaaagcact 130 
ctcaacgaac tt t Htcatcg 240 
tgaaaaccag acagacggcc 300 
aggatctiggc aagtgattga 360 
tat:aaat~ra gcagtggcag 420 
agnacrtgct gccaaggcca 430 
-antrrccca ttgcaggunt 540 
acaaagctac ctggaaacag 600 
tgagcggcag tttacagaag 560 
cagcagcgca cctgccaccc 720 
tcatcccttc tgtticattta 780 
aaccaggaag ctgcgttagc 840 
aggagcaccc ccacgatacg 900 
ctcaggtagt cgggcttgcc 960 
gcctcggccc cctctgtcat 102 0 
cgtggcacct gtcatgggttlO 80 
ttgcaaggag aggaactgaall40 
aatttaaata attcaaaatt 12 00 
cttaaataaa aacr:gcacttl260 

1265 



<210> 5 
<400> 5 
000 



<210> 6 
<211> 1330 
<212> DMA 

<213> homo sapiens 



<400> 6 



ct-ggagagg ccgg::ggaca caaagaaagg gaanac-crg ccac-gcagc atctgaagag 50 

gatcacctcc gacctgtgta aactctataa cctccctcag catccagatg tggagatgct 120 

ggaccaaccc ttgccagcag agcagtgcac acaggaagac gcgtcctcag aagatgaaga 130 

^gsggsg^'g cctgaggaca cagaagactt agatcactat gaaacgaaag aggaagagcc 240 

agctgagggc aagaaatctg aagangatgg cattggaaaa gaaaactcgg ccatcctaga 300 

gaaaaccaaa aagaaccaga ggcaagacna cttaaacggt: gcagcgnccg gcccggcgca 360 

ggccactgac cggctgatga aggagcccag ggatatatac cgatcacaga gtttcaaagg 420 

cggaaaccac gcagncgaac ccgtgaatga cagcctgcac gactiggaacg tcaaacccct 480 

caaagctgac caggacagcg ctcrgcacaa cgatctccag atcctcaaag agaaagaagg 540 

agccgact-c at-ct:ac::ta actnttcccc taaagataac tttccctttg acccaccatt 600 

tgtcagggcc gtgccuccag tcccctctgg agggtacgCu ctgggcggag gggccatctg 660 

catggaacct ctcaccaaac agggctggag cagtgcctac cccacagagt cagtgatcat 720 

gcagaccagc gccacactgg tgaaggggaa agcacgagcg cagttcggag ccaacaaatc 780 

tcaatacagc ccgacaagag cacagcagcc ctacaagtcc ttggtgcaga tccacgaaaa 840 

aaacggc-gg tacacacccc caaaagaaga cggctaaccc t:ggagt:anca cccttcctcc 900 

ccccccaggc accaccggac caatracccc tgaatgc-gt atttggatcc cacgctgcct 960 




ctgcggctcc cccccccatr tzzcczggac gcgacagccc cgcccat-gc aggacaacgal02 0 

t:ggc-ac-cz aaacgccaag gaaaaaaaac aaacacagaa ctgcticcaag tiactcaagac 10 3 0 

cgaczzacag accaaccaac caccrrgccg gaacccc-gc cagcaggcac ccctacaaaall-iO 

gaaacrrtcg agcctcc-ca taccgct:gga aactcagcrg tgcnccagac tiagacccrcclZOO 

ctacczacgc cacggat: ^ 1 1: caacccatcr tccctztacrc cacgcacacc get: 1 1 crgi260 

g-racagcgc acgacggacg -gcacgaaaa aaatgtaccc ticgggaaaac aac"acaget:1320 

-gtraat:--9 1330 



<210> '7 

<211> 752 

<212> DMA 

<213> hcmo sapiens 

<400> 7 



gcggtcggna 
ggagccgctg 
ggctcagcag 
gctggagCwC 
gatcaaggac 
tttctaccgg 
gcagcggntic 
tgaattcaca 
gcagacccct: 
tgtggcctrac 
gcacntcatc 
gtgcaaggag 
ccaggtiggag 



gtgcggcgct 
ggcagcgact 
gaccgaattc 
tcggccctat 
ctccacaaaa 
gcttitcggat 
aaggctgtgt 
atcgaggatt 
gtcgccgacc 
ctgcggctgc 
gagggcggac 
agcgaccaca 
tacatggacc 



gt" taaagat 
ccgaaggtgt 
agcaagagat 
acaaggagta. 
agtactcgta 
tctcccactt 
ctgccaagag 
tccacaacac 
tgctggcctc 
tcacctcggg 
ggactgtcaa 
tccacatcat 
gcggcgaggg 



ggcggcgcag 
taactgtctg 
tgctgtgcag 
t;gctgaagat 
catccgcaag 
ggaggcactg 
caaggaagac 
gttcatggac 
cttcaatgac 
ctacctgcag 
ggagttctgc 
tgcgctggcc 
cggcaccacc 



gaacctcagc 
gcctatgacg 
aaccctctgg 
gacaacatct 
accaggcctg 
ctggatgaca 
ctggtgtccc 
ctgattgagc 
cagagcacct 
cgcgagagca 
cagcaggagg 
caggccccca 
aa 



agcagaagca 
aagccatcat 
tgtcagagcg 
atcaacagaa 
acggcaacng 
gcaaggagtt 
agggcttcac 
aggtggagaa 
ccgactacct 
agttcttcga 
tggagcccat 
gcgtgcccac 



SO 
120 
130 
240 
300 
350 
t Z 0 

-•::0 

500 
ooO 
720 
762 



<210> 3 

<:211> 1223 

<212> DMA 

<213> homo sapiens 

<400> 8 



gaaaagtttc 
tccac tggga 
gtggcaacgt 
gtaatcaagc 
tcgatgccga 
gcaactggag 
aatatcttgt 
agtttagaag 
gtctgccttt 
ttcaattctc 
tgtcatgaga 
aaatttagca 
ataagtgatt 
tttttttaaa 
acatctgggc 
ctgttcaccc 
ctttccaata 
cttgacggaa 
aactattctc 
cagtataccc 
tgaatacagc 



tgaacatggg 
tctatgtttc 
acggtggatt 
gtgcagaagt 
gtatctacat 
gcaacagaaa 
ttaatggggc 
ataagaaaca 
ttttctggag 
atgtttgagt 
atgtaagtct 
aacctgtgtt 
tggagctttg 
tacttagaac 
atccggaaac 
tgaaacaggc 
tagatgtggt 
ttatatacgt 
aagagaaaat 
atgaaaaaaa 
ttgctcttgt 



tgcacccctg 
ttccacctac 
agtcctttcc 
atcaccaatg 
ggatacatta 
gaaatgaagt 
agatatgcat 
tgtcatcata 
aataaatgca 
gattttaaaa 
tttttctact 
tgcatatttt 
gtaaagggac 
ttagcacttg 
aagcggtcat 
^caggtgatg 
catgtittgac 
gtgctttact 
attcaaagca 
aacgtttctt 
cacctcaa 



ggagtgggcc 
ccacccgtgg 
agcatgttcc 
tatggagttc 
aatatattta 
gactcagctt 
taaatagttt 
tttaaatgtt 
gtaatcctct 
tgttttggtg 
ttaaaattta 
tttggagtgc 
cagagagaag 
tgttattgat 
tgttacattc 
cattctcctg 
ttgtacagaa 
tttgaatgct 
tgaaatatgt 
tactnttgca 



tgggtctcgt 
ctggggccac 
ttctgtatga 
aaaaatatga 
tgcgagttgc 
ctggcttctc 
gtacaagcag 
ccggtaatgt 
cccaaataag 
aatgtgaaaa 
gtaggttcac 
agaatattgt 
gagtcacctg 
cagtgaggag 
atctgctgaa 
ctgttgcttc 
tgttaatcat 
acaaaaggaa 
tgctttttcc 
tatttattga 



ctttgtgtcc 60 
tctctaccca 120 
tacccagaaa 180 
tcccattaac 240 
aactatgctg 300 
tgctacatca 360 
ctttcgrtga 420 
gatgcctcag 430 
cacacacatt 540 
ctaaagtttg 600 
tgagtaacta 660 
aactaatgtc 720 
cagtcttttg 780 
ccagtaagaa 840 
cttaacaaaa 900 
tcagtgctct 960 
acagagaatcl02 0 
ataacttcaalOSO 
agaatacaaall4 0 
actgtctaat:12 0 0 
1223 



<210> 9 

<211> 914 

<212> DMA 

<213> hcmo sapiens 



• 



ggcgguggc 
ggacgaaac 
tagatcrcga 
tcggaaacaa 
gaagcgcgtg 
gagatgcagc 
gagtggaac- 
gtcgtcgccc 
gaaggagaag 
gatcgctgtc 
gatctaggtc 
ttactccat t 
ttggtgcatt 
caaaggtgna 
gttactctac 
cagactgata 



c gcgaacac~c 
aacgcar cgr 
-ggcaacaag 
ggc tigctiaga 
cgacgcagtic 
gticgaatiggc 
ticgagacga- 
cttctctcgc 
tcgggagaga 
aaacgaaagg 
tgacaggagn 
tutaagatgt 
attcrccacg 
aacgtzccct 
ataa 



^ggacgccgg 
accggagcgt; 
gazzcczgzz 
acggaa-zgg 
aacccacccg 
cgagagc- ag 
gaaaaaagaa 
tatcgtagga 
agccggagca 
aaccacaagc 
aaacagaaga 
atgnacagaa 
t ttagctgtt 
gtttgaaatg 
caaaccaaaa 



gcgagngaga 
gcggat -cga 
catcggaccg 
aacgggcrtr 
gctttgcttt 
atggaagaac 
gtagaaatcg 
ggagtcctcc 
ggtcccttuc 
cgccccgatc 
cagtttgcaa 
aattcaagtt 
caaatctgtt 
gatcatacga 
c tgaat t cgc 



gagt-ggctg 
gccgccgcat 
taaggt 3zac 
tggctiacrac 
tgctigaactt 
actaugcggc 
cggcccaccc 
accncgtcgc 
tagagatagg 
cttctccagg 
gagaagcggt 
ttgtttgaga 
tgtctcttga 
ggcatgtiaac 
cttgaac"^ t: 



gugctigggcc 
tncttaaccc 
gtaggcaan c 
ggaccacccc 
gaagaccccc 
cgccgtgtaa 
ccc"cccggg 
agacctccaa 
agaagagaga 
tcncgtagcc 
gtacaggaaa 
cttcataagc 
aacagtgaca 
accaagaat r 
tagt ca-gca 



50 
120 
130 
240 
300 
350 
420 
430 
540 
500 
650 
720 
730 
340 
900 
914 



<400> 



0 

125 



<210> 
<211> 
<212> DMA 
<213> 



hcmo 
10 



sapiens 



gaggcagccc 
ctct:c3t:aca 
tcaggccagg 
cccatcctigg 
attcgtgttg 
cctagccaca 
ggnatttcca 
ttctctgcag 
tgttttgcaa 
gaatctcgct 
gattaccttc 
ggttgctgct 
ggggaatgcc 
ctgtcagctg 
gcggctggag 
ggaccaggat 
ggttagcgac 
gggcccgtac 
ctgcccagaa 

<210> 11 
<400> 11 
000 



cgacac::acg 
atggcccggg 
ctggacgtcg 
agctgacacg 
accacccaag 
Caataggcga 
cggggagccc 
cagctgtccc 
acacccaaag 
gactgtcaga 
tccttctgcc 
atgaagggca 
ggcctgctgg 
gacatcagtt 
cgctggggcc 
gcagtcacag 
tcatgggact 
ctcacagtct 
ccccaaccac 



ccacccgctg 
ctctaacatc 
ccnccgcgcc 
tgcnaccgcg 
ccagcgggac 
tgaggagata 
agccagcccc 
tggatagtgc 
agnacaacct 
gcgaggtgct 
gtctgtttga 
actccacact 
ccttggcaga 
ccaactgcat 
gtggagcctLC 
ccagggaagc 
catcccaggc 
catgctcggt 
cagttctatc 



agcccccggg 
t-Cccgcctac 
ctgcatctca 
cgagcactgc 
aaccctggcg 
ccagaaaact 
actgctgtgc 
cacctttgcc 
agccctgaaa 
ctttttgcta 
gaagcgccca 
gaagggcctc 
tgttttctca 
caagccagat 
tggtcacccg 
catccggcgg 
cttcgcagac 
accatcagcc 
ttcctctttc 



igtcaczaga 
cagacagcct: 
gtgaccrgtt 
ccctgctacg 
tgccagggaa 
gcctggagca 
tccgttctiga 
tctccccagg 
agactgagct 
cagaatctga 
gcccaatttc 
cggctgccag 
gaggatrcat 
gggcttccgg 
cgcctcctcc 
ctccgggcta 
tatgtcagca 
tgcaggggct 
tgtgac 



gagccccaca 50 
gcgggccctig 120 
ctcaccactig 180 
ggtcctctct: 240 
tgcagggccc 3 00 
gttggagatg 360 
aggcctcggg 420 
attttgggct 480 
tccatgacac 540 
ctctgcaaga 600 
tgcctgagat 660 
ggaaccgcct 720 
cctcctctct 780 
agttcgccaa 840 
aaaactggct 900 
cctgccatgt 960 
ccatgtgatgl02 0 
gaagcatggglOSO 
1126 



<210> 12 

<211> 538 

<212> DMA 

<213> homo sapiens 

<400> 12 



tagaccactg aggagaccac agagcggatg ctttcacgca ccctttactg cactttctga 
ccaggagcta ctccgagtcc ggtgtitacta ggatcagggc cagtcrrtgg cccatcaata 
aattttaatc tctgt-aatc ctacctgctt taaaaaaaag ttcttgtgtg ttcgtacctt 
tatttattcc ctagctngca gaac-gtctg aanaaaggat acaaggacca tttcaatgct 



actgcac^zga 
t r r c"gr-ga 
tcanaacaat 



aaaacgcgca tg 



cc-rgicgac 
cZZazaaaaz 



tgcazcagcg tgccagacca ccLagcagaa taticcacaag 
-gagcatgac cactaaaca- cacgtaataa aaagcact-g 
agnzc*:t:cga atatagaaag tcccataatt tagcccatga 



60 
120 
180 
240 
300 
350 
42 0 



5 

aanganacgc -.z"raacc~z cagaaacgga gccgcacgta gaatgagacc aca-gcztt- 430 
acacgcgaaa zac-ggctz- accaa-caac acaaggcata c-"-gctaa" ntracggc 533 



<211> 3 21 
<212> DHA 
<213> hcTiC 3ac_ens 

<400> 13 

ccctacaact gcczgcaaac tcaggctztc cccagtgacc aacaaccrna acrccaagag 50 

gtgaggaccc caggaggcgg cattcaccca ccagggagcc agggaaaggg aaccaagcrg 120 

tctccacacc caggagaggc gtccctccag ccaaggcagg caggacaccc Cgcagctctc 130 

cctcccgcgc ccaggccctc gactiacactc tcacccgcca tctgagcraa gccaggaagg 240 

cagttaaaga aaggccccca aacatgaagc agggacaagg agacggacag gggccagatg 3 00 

acccattigat: agggaagaga g 321 

<210> 14 
<211> 34^ 
<212> DNA 

<213> heme sapiens 
<400> 14 

agacaaaccr -crgcacgtc ggaggaacgg gaactaccct gatgaaaaga aagazgctaz 50 

gtattgggaa aaaaggcgga aaaacaatiga agcrgccaaa agatcucgcg agaagcgcrg 120 

actgaatgac ccggccttag agaacaaact aactgcactg ggagaagaaa acgccacrc- 130 

aaaagctgag ctgcrttcac taaaattaaa gtttggttita attagctcca cagcacacgc 240 

tcaagagact cagaaaccca gcaattictac agctgtgtac tttcaagatt accagaccrc 300 

caaacccaac gtgagtrcac ttgcggacga gcacgaaccc tcgatggtgt caagcagctg 360 

tatttctgtc atcaaacact ccccacaaag ctcgctgtcc gatgtttcag aagtgccctc 420 

agtagaacac acgcaggaga gctctgtgca gggaagctgc agaagtcctg aaaacaagtc 480 

ccagattacc aagcaagagc cgatggaatt agagagctac acaagggagc caagagatga 54 0 

ccgaggctct nacacagcgt ccatctatca aaactatatg gggaattctt tctcngggta 600 

ctcacacrct cccccactac tgcaagtcaa ccgatcctcc agcaactccc cgagaacgtc 650 

ggaaactgat gatggtgtgg taggaaagtc atctgatgga gaagacgagc aacaggtccc 720 

caagggcccc atccatcctc cagttgaact caagcatgtg catgcaaccg tggccaaagt 780 

tccagaagcg aattcctctg ccttgccaca caagctccgg atcaaagcca aagccatgca 840 

gaccaaa 847 

<210> 15 

<400> 15 
000 

<210> 16 

<211> 573 

<212> DMA 

<213> hcmo sapiens 

<400> 16 

ggaggctigct gggggcggcg cgtccagccc tgggccaggg ggtccaaagt gctcagcccc 60 

cggggcacag caggacgttt: gggggccntc ttccagcagg ggacagcccg attggggaca 120 

atggcgcccc ccggccacac cctggcrttc tgcgcgggtc tcctcaccat ggccaaggca 130 

gaaagcccaa aggaacacga cccgnncact tacgaccacc agtccccgca gaccggaggc 240 

ctcgtcaccg ccgggatcct cttcatcctg ggcaccctca tcgtgctgag cagaagacgc 300 

cggtgcaagt: ccaaccagca gcagaggact ggggaacccg atgaagagga gggaactttc 360 

cgcagctcca tccgccgtct gt:ccacc:cgc aggcggcaga aacacctgga gcgatggaac 420 

ccggccagga ctcccczggc acctgacatc tcccacgctc cacctgcgcg cccacgggcc 430 

cctccgccgc cccctcccca gcccngcccc cgcagactcc ccctgccgcc aagacttcca 540 

ataaaacg-g cgtccctctc gacaaaaaaa aaa 573 



<210> 1' 

<211> 436 

<Z12 > heme sac i 

< 4 0 0 > 1 - 



gccgcacggc 
ctagnggacc 
ccctcgc" cc 
gcacarccga 
aactacagtg 
gagccccgcc 
tttaaacaga 
agctctgacc 
tactga 



zrgc-ggggc 


-999- -^tzc 


cr cgcggaag 


cggggaggag 


gcggr zgcgg 


S C 


gggaccggca 


ggggcgccgt 


tgccatcatg 


gctgaccccg 


acccccggna 


120 


ccgaccgagg 


acgacr ncaa 


ccatggcagc 


agcgtggcct: 


ccgccaccgt: 


130 


atggcc-trc 


tgagaaaagt 


ctacagcact 


cttitccctgc 


aggc-ctc t:- 


240 


act ccaacag 


ut t- tttata 


cttitgagtct 


gtacggacat 


ctgcacacga 


300 


t taac tttgc 


tgt- -gccct 


cggatctcng 


ggtttgat-t 


ttgcgccgac 


360 


cataagcatc 


ccct-aaccc 


gtacctactt 


tttggattta 


cgctgttgga 


420 


gcggcagtrg 


ttg- racttc 


catgatgcat 


atattatctg 


caagct t cca 


430 
436 



<210> 
<211> 



18 
652 



<212> DMA 
<213> home 

<400> 



13 



ctttttticct: 
tgaaagccng 
cttgttrccc 
ctttagacng 
ctcctgcrtc 
gcttttggca 
aaaggggaaa 
ataaaaaaca 
gggtccttgc 
ggacttcctg 
atccaacctt 

gg 

<210> 19 
<211> 750 
<212> DNA 
<213> homo 



cracticcczc 
ggggtcecac 
ccct -gcrtt 
tgcgaccccc 
crtctcctca 
ccttcagcct 
aggaacrtitg 
atagcacagc 
ctggattttg 
ttctcaaggc 
ctaacaaaca 



cczzczta.cc 
ccr ~~ tgggc 
gttznttgctt 
ccatectccc 
cagagtggaa 
ccaacgatag 
ccttgttgag 
acacagcaac 
gcaggtattt 
tgacggcgca 



ccccgtggc- 
ccacccggga 
agr-tgacca 
ttttaaattt 
agacggagcc 
tcttttaaag 
tgaccacagc 
gtcagcaggg 
ttcctgtagt 
attctgtatc 
gtcccaaaaa 



ggaaggaacc 
ggaacgcGca 
ccgaccgagt 
ttttaaacca 
caaaggccac 
acaggacccc 
aaaagcaaca 
aggaggggct 
gagcacttcg 
tgtctagagc 
aggaaacaga 



tcggctticcc 
gggccccgcg 
aaggaatgac 
agaatgatrt: 
ttcccaagca 
tiacgtccagg 
aaacaacaaa 
gcccggagtt: 
tatgaatcgt: 
acacaccaaa 
agaagaaaag 



50 
120 
130 
240 
300 
360 
420 
480 
540 
600 
660 
662 



sapiens 



<400> 19 

atagatcccg 
ct ttcctggg 
ctattttctg 
acccctt cgc 
atatgccagg 
tccttgccca 
ggtttgggga 
cctacagccc 
ccaactgttt 
tctccccagg 
ggcgacgccg 
ctgcaccagg 
gagaactaaa 

<210> 20 
<400> 20 
000 



aggggaagga 
cccagaagtt 
aatggaacaa 
tccgcccatt 
cccaccagct 
tccttcaccg 
tctccaggaa 
cctgcctgat 
cngaagcccc 
gcccaacggt 
ctgtgctccc 
tggccti tccc 
gagaaagcca 



gagagggaag 

ggggggaggg 

gctgggccaa 
cat tcaaaaa 
aagtgtgtgt 
gtgcctttgg 
gcccgaccaa 
cccc -gctgg 
tccccctaac 
taaggggacc 
ctcccccaga 
atcraagtigc 
gacccctaaa 



ggtcagggta 
^gggaaagga 
ggggcccagg 
aacatttctt 
ggggggtctc 
gggatctgta 
gctgtcccct 
ctgggggcag 
atggcgattc 
cacataccag 
gcgggtgggc 
ctcccccgtg 



gagacacccc 
tttttacatt 
ccctgtcctc 
gagcaccttc 
tacgccagct 
ggaggtggga 
tcccctgtgc 
ctcccaggat 
cggaggtcaa 
tgccaagggg 

ggggggcgaa 

actgagagcc 



Ccccttgccc 
ttttaaactg 
tgtccctcac 
tgtgcccagc 
catcagtgcc 
ccttctgtgg 
caacccatct 
atcctgcct " 
ggccttgggc 
gatgtcaagt 
tacggtrggc 
ccagtgcgac 



60 
120 
130 
240 
300 
360 
420 
480 
540 
600 
650 
720 
750 



<2 10 > 2 1 



10 C 1 



<212> DMA 

<213> homo sapiens 
< 4 0 0 > 21 



gggggagaga 
gcgcgcgaca 
gcggcccgcc 
tccgctggct 
gcggagcgca 
gcacaact:gg 
ctcgcagagc 
ccgggaggag 
ccgacggcgt 
cggc-gcaga 
tctacgacaa 
gcgggcgcat 
cctatggccc 
acgaggccac 
cagcagccac 
tgctcctgcg 
ggccacagaa 



gggaggcccc 
ggaggccagg 
caaccgcccc 
gatt tcatca 
agggggcaag 
crgaggcgct 
cogcctcccg 
gaacatggcg 
ctccaagtat 
gagcaaggag 
agtgtcgggc 
ctcccaccag 
tgcccagcac 
ctgggctaac 
ttcagagccc 
gcagcctctg 
ccaaacgtgt 



tgggcggtgg 
gctggcaagc 
gc uccaaggg 
ccacccattc 
gaactggact 
gggccttggg 
cagtacaagc 
gtggcggacc 
gtgctgatcc 
atcgtgcgcg 
gacatgcaga 
agtcaggaca 
gccatttcaa 
gacggctact 
ccgcctttgc. 
gtgacgtgct 
tgccacacct 



gggccacggg 
ccctcaggcc 
cgccaccgga 
ccgatnccac 
gcgactggcc 
aagcatuccc 
ggcccccggg 
tcgctctcat 
gagtccactic 
gctacaagtg 
agcaaggctg 
agaagactca 
ctgagaaaat 
gagcactccc 
Gtgcactcct 
gtccaccagg 
gccggcttiGC 



gagggcggtic 
cccctcgc-g 
Gcccgccgga 
gcttccttta 
agcacgtgcc 
cgacgggatt 
tgggggggga 
tcctgatgtg 
ggctccccgc 
ggcugagtac 
cgactgtgag 
cgcgtacggc 
caaagccaag 
agcccggggc 
ct tgcagggc 
cctnggagac 

g 



ctcggacnac 
ccccagcctc 
gaggaactcc 
agcggggctg 
tcggtcggcg 
ggtcgtcgct 
ggaggggact 
gacatcgact 
tccggggccc 
catgcggaca 
tgtctgggcg 
tacuccatgg 
taccccgact 
ctgctgcctc 
tggccctgcc 
aggctagcct 



oO 
120 
130 
240 
300 
360 
420 
480 
540 
600 
660 
720 
730 
840 
900 
960 
LOOl 



<210> 22 

<400> 22 
000 

<210> 23 

<211> 580 

<212> DNA 

<213> homo saoiens 



<400> 23 

cgaaacgcgc 
agttccccca 
ggctgcggct 
gtcacctggg 
ggttaaagat 
cattgtaatt 
taatatcctt 
gttattgcta 
taatcttcag 
ataggatcaa 



gcaggcgccg 
gcctcccggt 
gtgtcagatt 
ggcccactgc 
tgggctccca 
aatcgagctc 
gagtcacgac 
tcagaggaag 
tctcgacaca 
aaattgttca 



gccgctgcgc 
gctgcgcgct 
tctatgttcc 
agataacaat 
aagcatttat 
ggaaggcttt 
agtcctttgc 
aaatagaaaa 
cagcttttat 
gggctcttag 



tgcagatggc 
gggctgaggc 
tgtctctgaa 
gaagatggtg 
aatttccttt 
ggaaatttat 
gtttattgta 
aggcgtagag 
aggtgacaga 
agatggtgaa 



ggaaatggat 
ccttctgcga 
atgcctgaac 
ccaaaactgc 
aagtcggaga 
cagcatcaag 
accaaagact 
atagaagaga 
aactgaagta 



ccggtagccg 
tgttttacct 
acaagatcca 
tttctccttr 
ctgaccccgc 
tggtggtggc 
cggaaaccaa 
agatagtgga 
aaaagccctt 



<210> 24 

<211> 740 

<212> DNA 

<213> homo sapiens 

<400> 24 



60 
120 
180 
240 
300 
360 
420 
480 
540 
580 



ggatgcgtgg 
gaaacctttt 
ggccccatgg 
ctcaccaaca 
gagggcgagc 
atcgggcgca 
caggagctgc 
gagcggc-cc 
ccagacttgg 
agacagacag 
gggccggtgc 
cct cgt tgcg 
tccg-gccrg 



cggggagcgc 
cagggagtcc 
cggtccgagc 
cctactgtct 
tctccgatac 
tgtgtgtggg 
aacacattcg 
cagccttggg 
acagggagac 
tggccgacca 
accccaagac 
gggatgtgaa 
aaaccaccag 



cgggctctcc 
aaggtacagt 
ttcgttcgag 
ggtagcgatc 
catccccgtg 
gaacaggcac 
caacagcctc 
caacgtcacc 
agaagaaatt 
ggcgctagta 
t tcaattgaa 
cgaagcat ta 



cggaagtctc 
cgccgcgtgc 
aacaactgtg 
ggaggctcag 
gtgcacgcgt 
ggtcccctgg 
ccagacacag 
acctgcaatg 
ctggcagatg 
ggaagctact 
gaccaggatg 
agcgattctt 



cctggacgga 
ggagttgtta 
agatcggctg 
agaacttcta 
ctatcgccgg 
tacccaacaa 
tgcagattag 
accacgcggc 
tgctcaaggt 
gtgtcttcag 
agtgcct.ccc 
gggatgtgta 



agtggaaacg 
ctggttactt 
cttcgccaag 
cagtgtgttc 
ctgccgoatc 
taccaccgac 
gcgggtggag 
cttggcccac 
ggaagtcttc 
caatcaggga 
ttttcaagtc 
taatgtgtcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
740 



< 4 0 0 > 
000 



< 2 11 > ? 



<212^ DMA 
<213> ncrr^o sap J 

< 4 C G > 2 5 



atgggccaca 
tctgccaacc 
ctgacagagg 
gaggacttcg 
gagngcacca 
ttttcctgtc 
ggtggagagc 
taggggcctg 
tggcacagcc 
ctccaccctg 
ctcaccaggc 
gagagagacG 
tgttaactrc 
ttggccaggc 
gcttcagtcr 
ttttitttcat 
tcrggaaaaa 



acctgagccc 
ctgccatgca 
cct tccggga 
tcaccacgac 
gggacctttc 
cctctagaag 
cctgcaccat 
atggaggaga 
tggcaccagg 
atgccagtgg 
catcctgtca 
tgtctatggg 
tagctgcctg 
tnctgccctc 
ccaggagaca 
ncggggccaa 
aaaaa 



ccagttcacc 
gcttgaccgc 
gaaggacaca 
agcttctcgg 
ctggcttctt 
aacattctcc 
agccaccaaa, 
ggatagaagt 
agcaggtcct 
tgagtgttca 
aacgagccca 
accagtggct 
gggctggccc 
tgcagctggg 
gcggtcacct 
aagtccagcg 



<210> 27 

<211> 354 

<212> DNA 

<213> homo sapiens 

<400> 27 



cagcttctgg 
ttcatccagg 
gctgtacaag 
atgctatgac 
agagtgagag 
cttgcttgat 
t;agtgaggac 
tgaatgtcct 
tgtaatggag 
tcggcccgtt 
tntcctccaa 
tggatcctgc 
tgctcagaca 
accGctcact 
ccccctrgcca 
aaattgtaag 



ccccccgcta 
tgtgcaccca 
gcaacatccg 
ccaaccatct 
aagtatgtgg 
gcaacactgt 
cggggctgag 
gatggccatg 
ttagtgtcca 
accgttagta 
agtggaatct 
cacacccata 
aatctgctcc 
tgcctgccat 
atactctcct 
cttcaataaa 



ctgcccacgc 
gctgcaggcg 
gctcagcctc 
gtggagagtg 
acatctcttc 
tccaaaagag 
gccacacaga 
agcagtcgag 
gtcagctgag 
cctgtgttcc 
gaccaagcat 
aatccctgcg 
ctgggcatct 
gctctgcccg 
taatttgcat 
aggatgaaac 



60 
120 
130 
240 
300 
360 
420 
430 
540 
600 
66 0 
720 
780 
340 
900 
960 
975 



gaacacacac 
agcaaaagag 
caggcagatg 
ccatcttaac 
catctttggt 
atctcatatt 
atatttagat 
cttagaataa 
tctttgggcc 
ctcattttgc 
agtcattttc 
ttataaatat 
attctttatg 
acccctgtgc 
taaaaaaaaa 



acaggtgttc 
aagtttattt 
ttggttcatt 
tcagctgtgg 
gtttttttaa 
aggattttct 
tttatatact 
ttttgaatga 
ttttcattag 
cgtttcagat 
tcaaatcata 
ctgtaaccaa 
aaagttacta 
ccaactttgg 
aaaa 



tgaccagctc 
gtgcccagcc 
ggccttcgtc 
gttttttgtg 
cccccagccc 
gtccttaatt 
atctgaaatg 
gatctaccga 
aaagctgttt 
tgtgaaagct 
tuccattgta 
atcatttgaa 
gtaatgcttt 
agttgagagg 



aggcttgcca 
atcggtcacc 
ctctttcctc 
ggttcttgtt 
ctcaaaaaaa 
ttttgagcaa 
tgatttgtta 
ctcacttgtg 
gtttgtcccc 
cacaggggtg 
tcagttaaca 
ggcttgataa 
actaagtagt 
gtcgttggta 



cagtgagcaa 
ttgggtgatg 
ctaaaataat 
tgttttttgg 
taaggcctcc 
aatctggaaa 
agatccttaa 
agaatatttt 
ctgttggtac 
ttttttggaa 
tatagtttta 
atttttaaca 
gcaatgaatt 
ataaatgtat 



ctctgtggct. 
caccagatag 
attggcttta 
catgaattgt 
aggtatcaag 
atgtgaaagc 
atttgggcct 
tcacagatta 
atttggttac 
tcatttgctg 
aatgtatgta 
aagtttgtac 
tttattttta 
gatgtacact 



60 
120 
130 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
354 



<210> 28 

<211> 302 

<212> DNA 

<:213> homo 

<400> 23 



sapiens 



ttttuttcag agtgctaggg ctititattaca aatggagttg actgctagag aggccctccc 60 

ccaatcttnc ttctgtacct tcctccctcc caaagacatc cctctagggg aggtcagtag 120 

gccactaggt aggaggaaat ctggagagtg aaaaggggcc ttgctttrgt caaagtcctc 130 

tgaaacaacc actgagtctg aaggc^ggct ccagrcgaga atcctccagt ggaagaggct 240 

tagcrctcat cttcaaggtc cr^^cact tct acaccctggg gggcttttgt cttctc~rgc 300 




etc w-gagcr 


gtggnrcacc 






- crgggcaac 


cc 




■rggcacgcgc 


ac 


cczzagzzza 


ccacagcccc 


^a 


cgccgcca n ~ 


cgaacagc" ~ 




ggagccr cca 


tagccgcgat: 


r " 


atccgcggcc 




CC 


gctacatiaaa 


ggagcticcgc 


gg 


tiggT:r--agc 


cgtagcagcc 


ag 


<210> 29 






<211> 307 






<212> DNA 






<213> heme 


sap iens 





<400> 29 



9 

tcccggct ggctctgaag ggg 
ggacc-gc cggaggagct: zzc 
cggacgcc cgcnccctga ggt: 
ccacccgg -gccccagac gcc 
tccccagc ticcgtccggg gcc 
cactccag ctcacggccc gca 
-cccgcgg gccaatcgca acc 
cgcgggag gccttccgga ggg 




c ti c c c a c 


»_ cca t ggc ti 


Ji O U 


ngcgcnt 


cr tccctgac 


420 


ggtgccg 


cgtgatcagc 


480 


gctcccg 


attcaacacc 


540 


ggttgat 


cttccccccc 


500 


cccccgc 


tcagcgccgg 


5 5 0 


cgggggc 


gggcccccgg 


720 


cggcgag 


cnagcaagtg 


780 






302 



ccccgtccgc gcgtggtggc tgczgctgtg 
gcctgccagt ttccccccca gggcagagct. 
caggctgccc tggctgctct ggggaagccg 
ggtctgggcg gcaccaccgg gaactctgga 
gaatgcgcga gcccacccag aggcccgctc 
gatggaggga gacacctcct cacagacggc 
atgggcggat gccgggcatg agc-gctgta 
gtctctgtcg tgtgggtgcc aagtgcttgt 
ggacaccaac tgtgucctgt gaa-gtaccg 
ccatgcccta ggtgcagctg tgccacgggt 
tcggcgrctc gggccaccat ccgcccacct 
gtgagccccg ggccgcgcat cctgctcagt 
agctgctrca gtgaatgtac agcgcccggc 
ataaaaggut gacagggaaa aaaaaaa 



catgtccctg cgatgggagt cttgcgccca 50 

Gcccttcctg caagagtctg ggaggcggtg 120 

agggacagcc ataacacccc cgggacagta 130 

ctcgagtgtg en tgcctcrc cc-tgcgcac 240 

tcctcacaca tngtgtggct: cggggt-aac 300 

^ggtgcccac cttitcaggga gtctcccagc 360 

aactatttgt ggctgtgctg cttgagcgac 420 

gtagaaactg tgtcctgagc cccctttticn 430 

ctactgtgag ctgttcccgc ctagccaggg 540 

cagctgagcc acagtcccag aaccaagctc 600 

cgggctgacc ccacctcctc catggacagt 550 

gnggcgtcag tgccggggct gagccccttg 720 

acgagctgaa cctcatgtgt tccaccccca 780 

807 



<210> 30 

<211> 777 

<212> DNA 

<213> homo sapiens 

<400> 30 

ctctctgcca gctgatgtgc cctgttgccc cccaccccat cccgcacaga accatccctg 60 

catcccacag gggactcggg caagggtgcc gaagatagac aagaggcaca cagagacaga 12 0 

ccaactggca gccaggcagc cccagaggag agagacattc agacagagga aagtctccct 180 

gcccctcatt ccttccaaga tgagaaaaac ttgccgccac cccccgacac tgatgccagg 240 

gaggtgggag gaagaagtgg gaaatttccc ttcccagtac ccccaagaac gtctgagcct 300 

tcaatgttga attttttctt tatcaaaatt acttttacct cataaaatca actaatcaaa 360 

aatgatatag acgacagcac tggctctgtg aaggtggcat ctttctgggc aggcaggcca 420 

tggggcacgg aggagggtgc aaagatatgg gttgctgtct tctggcctcc agctgcatgg 480 

aggccggccc agggtctagg gtgtgcactg ggcaagggca gggcggcagg tgtcaggccg 540 

gcttggacaa tgaaaccctg accttgctgc artccntttg cttccaccac cactagctuc 600 

tctggaatct Cggggtgggg gtcatctttg gggattatgg ctgccacccg ggatttgagt 660 

gtagggagcg tgggagcagc cttggcagat ggggcacccg tgccctgcag gtgttgacaa 720 

gatccgccac ctgtaacgtc ctcggcacaa taaaaccaaa tgtcagtttc aaaaaaa 777 



<210> 31 

<211> 501 

<212> DMA 

<213> homo sapiens 

<400> 3 1 



ccggac-ccg ccccgcccgc tgcgacccgg ttccgc-ccc cacaacccgc cccgtrggcgg 
ggcn-ccgg- cgggagggcc cgccagccct cgcgcccetc gccgggccca gacaccggct 
ccgtrgcaaa cacc-ct:aaa gggcrggcca ttc'-cctga aacgagtctg gcgaccagaa 



60 
120 
130 



acctgcagcg ag-carcccc atcaggagag cgccacnticg cagtaagatc gacauia-aa 2^0 

ggacgattcc aggagrgcag aaactcgacc cggggaccac ctgtgccgac aaiaaaaaca 200 

ttcaccaca^ taatagaacc -acagagaca gaaacgtccc aaccaaccjta ccrrcrr^tcr 36G 

cacrrcarga gcacccgaaa gcaggcgaac rtccccagcc -gattrr^ca gacgac-aca 420 

attrgggaga cactctccra ggagcggagt ataccttcca tcagcgtaga gaaaatcraaa -Lao 

actacaacga cgcccrgacz g - - - 

< 2 1 0 > 3 2 
<211> 110 4 
<212> DMA 

<213> heme sapiens 
<400> 32 



attt-gaccc taaacttttg gaacgaaaag 
tgaaaccttt aacctttgca aggttctact 
ccatacacac ggangatgat gtaattgtgc 
cactgaagcc aggacatgca gctgcatttt: 
ttgtcatccg tggagcagga aaccagtaca 
aaagaattcg taagctttcc atgaaagcca- 
ttgcaaacct gacggaatgg aaacgacaga 
aactcaatgt agaagaggga ctgTianagca 
ctctgcctat cgcacttcac caacagcact 
acctnggtrc cagtgcngga aaacgatatr 
tccattggaa tggacacttg aagccatggg 
aaaaacggca tattccagac ccaacaggca 
tctcaaacac aaagtgaaac agaacttgaa 
gaagacagca tgcgtgggaa gcaacagttig 
^t:9gaaaaag atgtgtcagc taggcaaaga 
cccagacaga cnatagacta taaacatgtc 
acaangcrga atgactggaa agaagaactig 
aatccaaaac tgctgctggt tttaattttg 
tacanttttc aaaaaaaaaa aaaa 

<210> 33 

<211> 310 

<212> DMA 

<213> homo sapiens 



taaaggagga tcctgaccag ggggaaccca 60 
tgccaattct ggttcccagc gcaaagaagg 120 
aaggtgatat tcttgccctt tacaacacag 130 
cagaagattg cgattcagcc tcnactaaag 240 
attacattgg ctatccngac tataaaaagg 300 
gcacttgctc atttaatcct ggagct-ttg 360 
atataactaa ccaactggaa aaatggatga 420 
gaacccnggc tggtagcatc acaacacccc 430 
ctaccatcga tcctatgtgg aatgtccgcc 540 
cacctcagtt tgtaaaggct gccaagccac 500 
gaaggactgc ttcatatact gatgtntggg 650 
aatccaacct aatccgaaga tataccgaga 720 
ctgtaagcaa gcatttctca ggaagncctg 730 
ctaggcttca atgcctatcg gtagcaagcc 340 
tgacaaactg ccctgcctgg cagtcagctt 900 
tccatccgcc ttaccaagtg ttttctnact 960 
atacggctag tccagctagc tggtacagac 102 0 
taacctgtgg cctgatctgt aaataaaactlOSO 

1104 



<400> 33 



gccatccttt: atcacccaca gcaatcccat 
ctgcccctcc tctatcctag ggagcctgag 
ggggggtagt gaaccgtgca ggacaatgaa 
acccgttgtc tgagactgag attatctcag 
cttaacagaa agcaccgagg ggatgggggt 
tgaaggaagt ctcatatatg cagagctgaa 
cttgctcnct agactgactc ttgctattcc 
atatctcaac actcctctca gcatcctcca 
tcacagggtg ggattgtgta tgtgcatgca 
gaatcccccc tagttctaag tgcctccttg 
gaacaaccag ccctacctct gtgagagtgg 
ctacractiac gagctctggt ggcrctggcc 
ctgttgcgcc ttccgccacc gacgagctaa 
ggaaaccaac ttgc^ggccc acca-ggggc 

<210> 34 
<400> 34 
000 

^210> 35 

<211> 325 

<212> DNA 

<213> hcT:0 sapiens 



ctggttggga gcactgctct gggtctcaca 60 

gcccaggggt ggaaagatcc agttgcgggt 120 

agcaactcgc tttggaaatg acctaccgct 130 

actgtcttct ggcttctgcc aaaacactcc 240 

aggggggttg gggagagtga ggcttgagtg 3 00 

atctccctct ttgtatgtcc acactttcgt 360 

aaatcctctt ccacgttgac agcccttcag 420 

cttcccccat ctctccaagc tgaacttggt 480 

ggaggtgggg gtggacagtg ccctgggctg 54 0 

cccgcagctt cgagagctgt gcccaggagt 600 

tcactgctgc ggggagactg gctgctgcac 650 

gctctggact gtcctcatcc tctttagccg 720 

actcaggctg caacaacagc agcggcacgt 78 0 

310 



< 4 0 0 > 3 5 

tgcaaa-cai 
actgaag- za 
ggcacccaaa 
cct:ggac--z 
acacrtrrta 
ac w" t tgcr a 
caagcr cact 
ctagcaaaag 
acaagcataa 
aagaaaaacg 
tgtagaacat 
aacaataaaa 
ccttgtcatt 
gttgaccgta 



ggcaac -aca 
gcactacgct 
gztcactin-c 

ac-cr- taag 
aaaa-gcgac 
ttccagccca 
tgaaagagaa 
cacaccactg 
taatttacaa 
ccttcgactt: 
tggctgaaca 
tgggggattt 
ggggaaacaa 



<210> 36 

<211> 573 

<212> DNA 

<213> hcmo sacien; 



ragga-gc-g 
r acacgcaaa 
cgtgacccan 
caacagczca 
caiz-gacga 
aaccgrcaaa 
taggcaactt 
agggcctc-c 
cccttiggtigg 
tactcagcga 
atragaattca 
t t t tcacaaa 
tatctcactt 
agctaaccca 



cttaccagga 
agattaagga 
caaagngaca 
-ccacrcaca 
aacactcr- 1: 
aaatgcacra 
tacacagact 
ctgccacagg 
aaaagtgcag 
gaatgttact 
t ut ctgaccc 
tagagtgtaa 
tgttgcttta 
aattttgaaa 



cggagctr zg 
aaaaaccct t 
aaagact tgc 
acgatttcgc 
ag-gc-acac 
aaacgcaaac 
cgaacatt tc 
atataacct- 
aatagtatgt 
gctgattttc 
agatgatggt 
cgaagcctgg 
aaatccaatg 
aaaaaa 



gca-ctitagc 
aaagrggaca 
aacaaccccg 
zzzzzgczcz 
gcac-ttcr- 
ggagattgaa 
ctccagcrgc 
t~ cctacaca 
accccctacg 
ttttccaagg 
tccttcacag 
atntctgaca 
cagagaagt t 



120 
130 
240 
3 0 0 
360 
420 
430 
540 
500 
o o 0 
720 
780 
3 2 6 



<400> 35 

gttctitaact 
gcccat tctg 
ccgccgccgc 
aggtggcgcg 
9ggcgcgcct 
acggctigcta 
gcaaggtgga 
actcggaatc 
gcaccctcaa 
atcgcatctc 



gt-ccattrt 
t- tcagccag 
gggccccagc 
ccgtctgrct 
gcctgccccg 
ctcacgcctc 
gantccccag 
cgaagttgga 
cggcgagatc 
gtgucgctga 



ccgracctgc 
" cgccaagaa 
tgcgcgctga 
gagcagagcg 
ctggacgagc 
aaggagctgg 
cacgccatcg 
acccccgggg 
agcgccctga 
aggcctcccc 



ttcgggcttc 
tcacgaaagt 
aggccggcaa 
tggccacccc 
agcaggtaaa 
tgcccaccct 
actacaccag 
gccgagggct 
cggccgaggc 
cagggacc 



cacctcatct 
cgccagtggc 
gacagcgagc 
gcgctgcgcc 
cgtgctgcrc 
gccccagaac 
ggacctitcag 
gccggtccgg 
ggcatgcgtt 



t- ttcgcttc 
agcaccgcca 
ggugcgggcg 
gggggcgccg 
tacgacatga 
cgcaaggtga 
t^ggagccga 
gctccgctca 
cctgcggacg 



<210> 37 

<211> 799 

<212> DNA 

<213> homo sapiens 



<400> 37 

agcttttgtt 
agcctgggag 
ccatcatcat 
cagcctctcg 
aaaggctctt 
ccatagatca 
aagacaagct 
aagaggatgg 
gattctaaca 
agaggctgga 
actccaaaca 
att tgaaaac 
atgtaacgag 
caggccccag 

<210> 33 
< 4 0 0 > 3 3 
000 



cacactttaa 
ctgaattccg 
gtccacgtcg 
taagaaagcG 
cagaaactct 
agatgtggag 
tttccagttt 
ataaggacgt 
gatgcagcat 
aagggaccgg 
attccatgcc 
tcttccgtcc 
aactaaagaa 
gacttaaat 



atagcagtcc 
gaagatcccc 
ctacgagtca 
gtgggcaaca 
ggagacaaga 
gagaaaacgc 
ctgaaactgc 
tatccaagaa 
tttgctgcta 
gactggaaag 
ctgtgccgtt 
ctgcaggaaa 
aacgatggct 



cagaatgatt 
acatcgatga 
gcccatccat 
tctttgaaaa 
aagcagagga 
gtgccctgat 
ggaaatattc 
tggacattca 
ccttacaagc 
ggaccaggac 
acagaggaga 
ggactgacgc 
ggagatgaca 



tcactacaga 
aagcaaagcg 
ccatggccac 
cacagaccaa 
gagagccaag 
ggccttgaag 
catcaaagcc 
aagaccaagc 
ttctcttctg 
tgaacagact 
acaaaacgct 
tgatagaaga 
tttatccagg 



ctctctggaa 
aagcaccaag 
cacttcgaca 
gaatcactag 
accatttttg 
aagaggacaa 
cactgaagag 
gagtttgtga 
tcaggactcc 
ggttacaaag 
trcagcaagg 
gcc::ggacag 
gccaccccgt 



50 
120 
130 
240 
300 
360 
420 
480 
540 
573 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
ooO 
720 
780 
799 



<210> 39 

<211> 1^43 

<212> DMA 

<213> homo sapiens 



<4 0 0 > 3 9 



agagaaaoc" 

aaccacgccc 

caggaggngg 

gctggagagg 

actcgcccca 

tgccgcactr 

tccaccccag 

tcrgggtccc 

ttctccatga 

agagtgggct 

ctgagagcct 

aaactcagat 

aaatgggcca 

aagtgaaagg 

aggtagatag 

ctgatcttgt 

caagaagtac 

gcagctcccc 

tgaagacatg 

gatgtccaag 

ggatatgctc 

gtgtgggctg 

ggaactgaca 

cctgctggcc 

gttccctgtc 

tagggcgagc 

tggaattggc 

gagggtctgg 

ggc 

<210> 40 
<400> 40 
000 



"tcrccacgg 

gcaaaaagcg 

ctcgcccaga 

caggggccaa 

cagcgctcgc 

cgaagacagg 

caaagaccag 

cc-crgccag 

ctgtcagccc 

ttgagagcac 

ggaacttgga 

gttccatgtc 

tgtgggagag 

cagggtactt 

gtticcattct: 

cattgaggag 

tgttggtgtt: 

cctgcggccc 

cacaatctga 

gaacaggctc 

ttccagccca 

tcaatcacgg 

acagaggacc 

gagactgggg 

Cttgaagtgc 

ttcatggggc 

gctacctctc 

ccctgccacc 

ggcaagggac 



tcrgticaggc 

gc trggagac 

cccrcaggga 

gtccaggcag 

cccaacccga 

gaacttgtgc 

cagggtgcgg 

tnccagcact: 

acacaggtca 

atcccggctg 

catccccagt 

ttcaagacga 

ctgcagctgc 

cttgccattc 

ggctticcttg 

gacaaggcgg 

cttggccacc. 

atttcattga 

gcncggtgat 

tcagccctcc 

ctctzccraac 

agaaattgga 

cagaccttca 

Cggaggcggc 

agcagcccnr: 

gagnatatga 

cagcctcagc 

tcctgcctca 

cgcgcttcta 



tttactitaca 

racggcacgg 

gcccctctgg 

gcagcagcag 

tcctgcaggt 

tgccggtccc 

gccacagaga 

gtctggcgcc 

aggtcataag 

gtcgtcactt 

ttctccatga 

tgtttcaggt 

cccaccttgg 

atcatgggca 

ggatcaaatg 

gtatcggagg 

qaggtgttga 

ccaaactttg 

cctggtaccc 

tgttttcaag 

actaccccgc 

attcttcgat 

ggtttctgcg 

tgcagcctcc 

cctcttcgtg 

ccccagggcc 

tcttcagttg 

ggtgtccgct 

attaagccct 



gagtctggtg 

ccatggagaa 

tggatagcgg 

ggctgcaacc 

cccaggccct 

agagcacgaa 

tggcggaggc 

gcatcgcaga 

aaaaatcgaa 

tgatgcgggg 

tggccttgaa 

tctggggtac 

ctttcaaagt 

cttttataac 

ttgtcttcca 

gcagactgtc 

tgagctccaa 

aaagccaagg 

cagaacctga 

gccatcatgg 

atcaaagtga 

ttttcttatg 

atgcagcacc 

gccatctctg 

ctctgggacc 

tgagacctgc 

cagccctgct 

atccaccaaa 

tcttccaatg 



aacttgaact 50 
gggctaacag 120 
acacctgagg 130 
gagagctgag 240 
ggggtcacat 300 
gaggaagggc 3 60 
tgcagccgcc 420 
aacctgaaga 430 
gaattccaat 540 
tagtgttagg 500 
aacagaaggg 660 
caggatcacc 720 
ttggtcaatg 780 
tgagtttttg 340 
cttggcactc 900 
tagcagccgg 960 
agttgaatagl020 

*^ggggcagctio8o 

aacatcgtct:ll40 
agaaactggal2 0 0 
cgaccagccal260 
accttaacctl320 
agacagtgctl330 
tggcccgcac 14 4 0 
agcagcacaalSOO 
aggatcaggtlSoO 
gctgcctgcclo20 
agggcnccccisao 
ggccttgcatl740 

1743 



<210> 41 

<211> 1183 

<212> DNA 

<213> homo sapiens 



<400> 41 



gccaatcgaa tcgtcctggg aggcttttca 
ctcacctgcc cccaccctct ggctggcatc 
cgggccttcc cccaggcagc taatggcagt 
ggggagctgg accccatggt gcccgtacgg 
tctgttgtca cacctgccag ggtccagttc 
tgtcctcagg agatggcagc tgtgaaggaa 
ctagtcgctg gccccagtgc agtaccccag 
accatcttgg atctgagccg gtcgagcccc 
ccacaggccc ctgggggcag gtggcaaggc 
acctggctct gtctgcagca ggggcaggct 
ccccctggca gcagtattgg aggggctaca 
cccactcact caggacctca ctcactagcc 
gtttggccca tggggccctc ccaggcccct 
tctcctgcct ccactcagct gcttctcagt 
t-gctgctgt gggc-ccctg tccctgggca 
sggggggcct tccctcagct gtttccccac 
cccticczncz ctgcaggcct ggagcctgta 
gctgtcccac ccccactttg tccccactct 
gtcccgtctc ccgtctccat gtggtttttg 
ataaaatraa agaaattgct tcctcaaaaa 



cagggcgggg ccctgtccct ctacacggcc 60 
gtggcgttga gctgctggct gcctctgcac 120 
gccaaggacc tggccatact ccagtgccat 180 
tttggggccc tgacggctga gaagctccgg 240 
aagacatacc cgggtgtcat gcacagctcc 300 
tttcttgaga agctgctgcc tcctgtctaa 360 
ctcatggggg actcagcaag caagcgtggc 42 0 
tgtccccacc cttcctgacc tgtccttttc 480 
ctggccgggc cttccttcct ggccttagcc 540 
gctttcttat ccatttccct ggaggcgggc 600 
ggcagctgga gaaaggggcc cagccgctga 660 
ccgctttggg ccccctcctg tgacctc'agg 720 
gccccaaccg attctgccca gataatcgtg 780 
catgaatgtg gccatggccc cggggtcccc 840 
ggagcgctgg tgaggaggtg gagccttccg 900 
actggggggc tgggccctgc ctccccgtta 960 
gggctggact gaggttcagg tctccccccal02 0 
agagcaggga ggcagtgggg gaggagttgt 10 8 0 
ggtgtttttc ttgttgtgtc ctggattccgl 140 
aaaaaaaaaa aaa 1183 



< -i - J > - 

<211> ^63 

<21Z> 3NA 

<212> heme 3api= 

<4C0> 4Z 



gtttrtr-nt ^raczgcaca aaaiztgg-gg -acttccaca ntcatac-gr tcccatccaa 60 

tctcagcacc cacact-aac gaggaaaaaa tgrcrcacca acgaaggagg aantcctaaa 120 

ttagcrgtaa tgtraggctg gagaaaantt ggtacttagg gtatncrcaa ggtaccacca 130 

aatcagattt ctgtttztrtt: gncaaaaaaa attttt-raa tcagtatitgt ttttacaagt: 240 

aatatactiti: gaaacccctg aaccaatagt ctcaaaaact ctagaggaca gcctgagaac 300 

acgtacttct attgttctaa ataaatacat gtttttgaat agttcaatca tgaaccatcg 360 

actatgtctt catcaaaagt gttaatcccc ctcagggtet ctggtgaaga ccttcaagag 420 

tttggtrttt tctcccagga aattggaagg tagaattgta aattcataga acttctit era 430 

taatggtgta cctcagcagc tgcctctcaa tttatgccaa gtccttiacag agtttacacr 540 

tgaatagtaa atatgtcttc tgagttttac agtgtcttaa actcaacgca cattttctct 500 

tcttcttttt ccaccccttc ttgtccgtag ttcatcacac cngccccat- acagaacrga 560 

tttccttcct ggctgtacat gttggggtgc tggatttttt tccgtgtctc cagnccncgg 720 

atacacgttc tcttcctcag cttgtggtga atacag-aat ttgcatizg 753 

<210> 43 
<211> 1029 
<212> DMA 

<213> homo sapiens 
<400> 43 



ccctgcrgtg aagtcctggc aggcgttggt 
tggggagttt gataaaagta taaaacaaaa 
cgacttcttc tgtagcttta caccagaagg 
agaggggggt gagcaggtgt attaaaatag 
cggccccctc tccaaaagaa gggcatgggc 
tattttraca catgagagta aacaaacata 
tcagtgtctt gccgttaaaa atattcctct 
tttaaagctg ccgtttgcct tggcttggtt 
cagtagagtc tctctgcctc tgaggagcag 
cccctcaaga tttgatgaaa annccaacca 
aggagagcct gcctgctcag ggacccaggc 
agatgcttca ccagcacctg cctctgagac 
ggggtcagac ttgatacacc ttcaggctgg 
cagagcagcc aggccgtcct ggctcacttt 
gctgatgagt gtggcttccc tgagctgggg 
tcggtgttac cgaggctgtg cctagagagt 
tctgcgttct atctcctctc tcctccttgt 
gtgtctcga 



aatgtgtgga aatgcagtca gcaagctrgc 50 
caaaaaaagc ctcggtanaa ttttgcccca 120 
aaggaatggg ctacagcagg tagtggagga 180 
cttacgggta aggccraaaa ggtcacccct 240 
acccccagga gaggatggcc ccaaaaacct 300 
ttttttttac aaaaataacc tctgaattta 360 
atagcaaatt atttattgga agatgacttt 420 
tcatacactg atttatcttc ctatgccagg 480 
gctacccgca tcccactcag cccctcccta 540 
tgaggatggg tgcatcgggg aagggtgaga 600 
tcgtagagtc actccctgcc cgtctcccag 660 
ctcgctctct gttccagcaa ccctggttgg 720 
gagtggaccc accccagggc cngctgagga 780 
gcagttggca ctgggttggg gaggaagaga 840 
tttccccgct tgtccagttg tgagctgtcc 900 
ggagattttt gatgaaaggt gtgctcgctc 960 
ccctgcaaac cacaagataa aggtagtggt 102 0 

1029 



<210> 44 
<211> 736 
<212=> DNA 

<213> homo sapiens 
<400> 44 



0 



actcctigggt tgaaatantt cgcagggatt gcctatnata tnatt-cagc tgatgaacct 

caggacaacg gctacagaca cacacataca tacacgcaca caaaatctca gctigtcgaag 120 

^gtgggctcg gaatcagact rctgcgCcca gtaaaaaact cctgcaccga agccaccgcg 130 

acttgagtag ttacagactg attccagtga acttgatcta atttctLttg atctaatgaa 240 

tgtgtccgct Caccntgtrt cctnttaatt gataagctcc aagtagttgc taattttttg 300 

acaac.^-aa argagczija z:zza.czzszz ccaczcaacg cezzaagzac agcaccaaca i60 

atttcac-aa cctgccccca agnggtttag ctaccatcct gccatzcz-a acctttactt 420 

aattztactt gcttgagcac actgaccaac caczgaac-g ccztczzccs. ttigtcetgca 430 

acga^atiaag ggctaca-ct ttgtgtatat: ggcctzcaza gccgggaczz cagagcactg 540 



acaccacaca -rzrcag-rr g-zcicrggg gcaact-cac tcgcacctat gtttziagcr 

acc~g~^aca ac~rg~"aaa -actaaaaac acacr--gcc ~ctaczggaa cacrrg-aza 

czcgcaacza "aczr:j::gca aacagc~gca gccaaaaaca aaacac~gaa agctticcacc 
crgcagcgca aaaaaa 



-500 
S 6 Z 
^20 



<210>. 45 

< 4 0 0 > 4 5 
000 

<210> 45 

<211> 1159 

<212> DNA 

<213> homo 

<400> 45 



ggaccgtgtg 
caaggcggcc 
cggcagcgtic 
cgcggccccg 
cgtccactta 
ccacgggaag 
gctggcgctg 
gtgggacatc 
cgaggagtac 
catgaaggcc 
caccaagctc 
tcticaacacg 
cgacgncgac 
gaacacactg 
tgctggccag 
acggcacctc 
tgaagcccag 
tgctcttccg 
agccggacga 
gcctggactg 



tcggccgcgg 
agcgacacac 
cacaccgtgc 
aggcctgtgg 
aaggctacgc 
ctgagcgcgc 
cggcaccTigc 
ctgcrgcacg 
acgcgccaga 
tcgctcrgca 
tcccccaccg 
cctgacaaga 
at tgacaagg 
cagggcgctig 
cctacccaac 
gctgggcacg 
ctgcctgccc 
cccgctcacc 
ggcgctggtg 
gccgccagc 



cgcrgcccaa 
agtticcaccc 
accggctccc 
atgagccggc 
agc-atcgng 



tgcagcccag 
ccgccgccct 
agccgr:::;gcc 
ccacragcrc 
gccccggcga 
tcacgaccaa 
cagcagctct 
cagggttccc 
cttcgggaat 
gtgcacacgg 
aagc wCtgga 
gatgaatgct 



gctgcccacc 
tggcctcggg 
actgcagacc 
catgaagcgc 
gacgtcactg 
accrtccatg 
ggagtactgc 
tatggtacag 
gcagcaggtc 
ctgcacggtg 
caccctgaag 
ccggctgacc 
cctcaagacg 
tgcagtgggt 
tgctgaggcc 
tgatggtggt 
ccacctcgga 
tctgctgtcg 
gcctgctgcc 



tcgctcacca 
ctggccctgg 
atggccgnct 
ccccgcaccg 
gccccggtgg 
ggccacccgc 
atggtgaccg 
agcctggtgg 
ctctccaccc 
acccgcgcgt 
tcgctgctgc 
gagacctgca 
gaggaacnrg 
gggcgacctc 
gggccacagc 
catccgcacc 
tacccaggac 
cgatgagggc 
cagccagctg 



acaccgacct 
cctt ccacga 
tctacagccc 
cgggccccgc 
ggaccgacag 
tggaggcggg 
gctacgactig 
agaagctigca 
ggatcc-ggc 
gcgac:iacca 
gcccccacrt 
ccaagaccac 
zgctggacac 
gcgctgcacc 
ttcccgcggg 
tggggccctc 
agcacgcccc 
ccagcgagcg 
cttatcccca 



50 
120 
130 
240 
300 
360 
420 
430 
540 
500 
56 0 
720 
780 
340 
900 
960 
1020 
1080 
1140 
1159 



<210> 47 

<211> 690 

<212> DNA 

<213> homo sapiens 

<400> 47 



agagcggccg 
attttaattt 
ttgcttttgt 
attacaagcc 
tggaaaccaa 
aagggggaaa 
tgtgcaaata 
caggntcgcg 
gaaaggccgg 
aaaacaaaac 
cagcatgcta 
ttgcccctrc 



cccccctttt 
ttatttgaaa 
ctt-tatacag 
tggaggaaga 
tggtgtagtg 
gagaaatatt: 
agaccaagcc 
aggct-atagt: 
aatgagggac 
cgagcacacg 
aaagctagaa 
ttaccaaacc 



tttCwCtttC 

acaacttaaa 
aatacaaaga 
tactttctgc 
ctcccacaca 
cragt: taatc 
agtaacttta 
gtgcaccaca 
tct" actaaa 
age gc:: age a 
cttczzcact 
ccgaggcacg 



tttttttttt 
tttttagaca 
tttccctcat 
acacaagtat 
taaatggggt 
agatgcaaga 
gttacgacac 
tcaaaacagc 
gcaaatcaac 
tactgaaggc 
ggtgcttanc 



tttttgcaca 
aatgatecta 
taatctncca 
gtatcttatg 
caagtgacat: 
agcaaacaag 
tgcagaccac 
aagaaagagc 
tticti-gtizaa 
acgccacacc 
aatcactaat 



ccagaaatgc 
gtatataaac 
cgtgaagggt 
tgtgcagtat 
cacaaattaa 
acgcaaaaac 
actggaacaa 
catttatata 
ctgccaaaac 
agcccccgtg 
agtcacgttc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
500 
66 0 
690 



<210> 48 
<:400> 43 
000 



<210> 
<400> 
000 



49 
49 





15 



<2Z0> 

<-: 00 > 

000 



0 



<210>, 5 1 
<211> 113 5 
<212> DMA 



<213> hcnno sapiens 
<400> 5 1 

accacagacc cattttaaaa gggaaaatct cacacataat taagcagtgg aaaatgtgct 60 

caacgctacg gtgcgtcagg ccczczgzct accaggtctc tcccgctttic tgcagagcng 120 

tggaccctgt acgtaccaaa caggngaact tggtccatct ttccttcttc ctctctttgc 180 

acat-tgcat ttatatcttc crgtactaaa agaaacaaat tattnataat tggggtgaca 240 

atataaagga acaaaagatg gggcaatagt tgcttcctag ctggagccgc aagtccatgt 300 

tacagaaact cactatctaa aaagctttaa aagatttatg aaccttgtcc tacaattcgc 360 

tgaatactta tct:gt:ct:ttt aaacccccct cggtgtatgg atcatcctcg tcagaacgcc 420 

gttgtttcat tgtgaatcag gggaaaatgt taatcatttg gagactgttt tcttattacc 480 

aaacgcacaa tccacaagac aacrgaaagc aacaactgct: gggttcacrg acaaagatta 540 

taaaaaccac cacgctcaaa gtagagtttt tagccaaggt caagaacraa crrrLggggctg 600 

agtcagcgtc tctacccact taaataacag cgtaaagacc ttccac-aaa r.'ccgc "atgc 660 

ggtctgcctg gatgcaaacc tanacau" t:c cctttgaaac agaatcatac ccrgcagact 720 

cttggcactc ctgcatagct tcgaccgaat gttcactctc atcgtaatgg aagacttcta 780 

tctatgcaga taatacatgc t-tcaaatac tgttttctgt ttagtcctca atcctccraa 340 

cccaaacrgg ggactigagga gagagaaagg tggttacccc tgttaccgcg ccatattctc 900 

cctgccgctc ttcaacccca cgtigactgtt gattgacggc tctgctataa tgtgcgtgcc 960 

cttcaagttt cagaaaactt tcccaatcat ttcacttcaa tcttaattga acccaagagcl020 

caaagccant attttc=t.ccg aacgcgcttg tgatcttctg ttatatttcg gggcatgttaioao 

cctttacggt atataagctg tagtgcatac tctttgtatt gcaaaaaact ggtcagtaatll40 

ttatgcacat gtattccaca ttccagtgtg cttgaagtga caatcc 1186 



<210> 52 
<211> 1029 
<212> DNA 

<213> homo sapiens 



gggagaagga ggaggccggg ggaaggagga gacaggagga ggagggacca cggggtggag 6 0 

gggagataga cccagcccag agcrctgagt ggtttcctgt tgcctgtctc taaacccctc 120 

cacattcccg cggtccttca gaccgcccgg agagcgcgct ctgcctgccg cctgcctgcc 180 

tgccactgag ggttcccagc accatgaggg cctggatctt ctttctcctt tgcctggccg 240 

ggagggcctc ggcagcccct cagcaagaag ccctgcctga tgagacagag gcggtggaag 3 00 

aaactgtggc agaggtgact gaggtatctg tgggagctaa tcctgtccag gtggaagtag 360 

gagaatttga tgatggtgca gaggaaaccg aagaggaggt ggtggcggaa aatccctgcc 42 0 

agaaccacca ctgcaaacac ggcaaggtgt gcgagctgga tgagaacaac acccccatgt 480 

gcgtgtgcca ggaccccacc agccgcccag cccccattgg cgagtttgag aaggtgtgca 540 

gcaatgacaa caagaccttc gacrcttcct gccacttctt tgccacaaag tgcaccctgg 600 

agggcaccaa gaagggccac aagctccacc tggactacat cgggcctcgc aaanacatcc 660 

ccccttgccc ggactctgag ctgaccgaat tccccctgcg catgcgggac tggctcaaga 720 

acgtcctggt caccctgcat gagagggacg aggacaacaa ccttctgact gagnaagcag 780 

aagccgcggg tgaagaagac ccacgagaat gagaagcgcc tggaggcagg agaccacccc 840 
gtggagctgc cggcccggga cnccgagaag aactataaca tgtacatcct ccctgtacac 900 

tggcagttcg gccagcrgga ccagcacccc attgacgggt acctctccca caccgagctg 960 
gctccactgc gtgctcccct catccccatg gagcactgca ccacccggtt tt:tcgagaccl020 
gtgacctgg 1029 

<210> 53 

<211> 935 

<2 12> DMA 

<:213> homo sapiens 



<400> 52 



<400> 53 



16 





"tcagcccga 


c " ggagc c 




caggggcaaa 


gtiaagcccct: 


50 


gca.ccczcia.a. 


ccacccc c ca 




c t ccaqcacia 


taacgacgga 




120 






~ — ac ccTcaaa 


aaagtigaaaa 


ctitccagcca 


acccccccag 


180 




rgcgacracrcig 


aagccacc tg 


ccacacaaac 


caacaccccc 


tgcctiTigacc 


240 


CCtI w "CC C3.C 


gacticagcig 


acaaaacgac 


acacccLgcn 


acaacccact 


ac~ ucgcccc 


300 




aaaaccitziza 


^accraaacac 


gcaccctigaa 


ctctianctigc 


agaacgagc z 


360 


— *• \— ^ \ — w d. d 


aatagc ^cn a 


ti tia u - aaaa 


tiQtgttiaatc 


C taaaggQac 


cngacaggta 


420 




c a tgcgatic c 


acac w cgtgt 


gaaagcatgt 


gaccacacca 


acccagcc t c 


430 


ctggaacgt: c 


gctgtacgac 


ganrgacgcc 


cccc-cccag 


tccatagcza 


caacrgcr ca 


540 


gtatgctaa- 


cagtccagtt 


ccccgaggct 


taagatcaaa 


tataaactiac 


tctgct- ttc 


600 


gactcatcca 


ggtagcaccg 


tacc-gaacc 


tgactgctac 


tttttcatct 


taaatactac 


650 


atttcctcat 


ccaatctgcc 


t-cccctcat 


ccacagacat 


ttggagaagg 


aaatgggagg 


720 


gtgtctgtta 


tccctttcnc 


ttcgcctcgt 


ccccgttgtt 


agactggcag 


cgtcagttgc 


780 


tcggtgggct 


tggc tagagc 


cgtgggtgag 


gcaggtggct 


ggcggggaca 


gggagaggct 


840 


gagagggaag 


tggtggcact 


tactgctcng 


acacttccac 


tgtccctgct 


ggggatgctg 


900 


gggccaaggc 


ctgtggggcc 


tgtgaactgc 


acagccagga 


gcaaggaacc 


cactaaatac 


960 


tccgtcactg 


cacgtccccc 


ctaca 








985 



<210> 54 

<211> 522 

<212> DNA 

<213> homo sapiens 



atgt- tctca 
nntcataatg 
gtgtrttcgt 
aaggaacctc 
ctcaaatttg 
gagagtttct 
ataatatttc 
aaaagcaaaa 
cacgccaaac 
ttggattggg 
tagtaacaaa 



t- tT:t--cac 
tggacnt tiGc 
ggtacgtggc 
ggaagtctat 
accaactcag 
agtttaatgg 
taaacgaaaa 
gtggtcgtgt 
aaattatgtc 
ataaagggct 
aaaaaaaaaa 



g-ra- ctacc 
aaaa^aac-a 
gcgggagtgt: 
cacr ccaaat 
cttaagacac 
gctiaaatttc 
accacaggta 
gatatgctaa 
cgtgccatcc 
tgtacnatgc 
an 



caagcacngt 
ttgaatacag 
ctatggaatt 
gaaagticrgc 
aaaacagtaa 
tgttgttgca 
ttrgttacca 
atgttaatta 
agggtctgtt 
acrrtttatt 



cccacggrca 
ctactccang 
accagtatct 
cactctacac 
tttgaagaag 
atagtaagtt 
tgtgtgaaga 
ctgattttat 
gttaatcttt: 
aatgaataaa 



gcaagt cata 
gccacttcna 
caaattccca 
gaattatgcg 
gaaaaatgaa 
tagnctnctt 
ttactttgtt 
atgtttaaat 
ttctgagcac 
tagaaaacgt 



60 
120 
130 
240 
300 
360 
420 
480 
540 
600 
622 



<210> 55 
<211> 1129 
<212> DNA 

<213> homo sapiens 



<400> 55 

gattttcatc 
aagatgggaa 
ttgtatgagc 
atcacccctg 
attcagaagc 
aagaaatcag 
agtganccac 
gt tgaaaat t: 
gttcaaactc 
ggactcccga 
aaagacgagt 
actgtatacc 
tatgaaagta 
aaattntaag 
actcctccca 
taatgcacta 
ccaaat tgac 
aac- cc:::qqt 



tagaaactat 
aatcggagaa 
aaccaaagat 
caaaaagaaa 
aggaaaaaaa 
catccctaac 
cttctcctag 
ccaaccaaaa 
agactccaga 
gaaaaccggc 
ttaaaaaatc 
acgtattatg 
tgtattttgc 
tgcgtgccaa 
agaaacagct 
ctgaagct ta 
t cgtaauctg 
t: t tggt acac 



attnacttaa 
aattgccctc 
aaacagacag 
ngaaaacaac 
gccttttaaa 
tgaagtgagc 
tgc-cttcca 
cagggagctg 
t t-cagtatg 
acagaaacgg 
acacacaaac 
tgtacattgt 
cccgcccaca 
ggcacatgga 
gccaaacctc: 
aacctgtggc 
aaac caccga 
a- ccattcca 



acccccctca 
ccccatggcc 
aaaagcaaat 
ttccggcagg 
aataccgaga 
caaaaggaaa 
aagcctccta 
atggcagcac 
ngngnaaaac 
aaaticcgcct 
agcncgcact 
ccatacttiga 
ttgcaggtgt 
agaccgatt t 
aaggtgaaga 
acaatcaatg 
acaact ccta 
gcc~ aatgcc 



ggaaagaggt 
agcttgttca 
ataacttgcc 
attccgtttc 
acattaaaaa 
attatgctgg 
gtcactggat 
acttaaaaac 
ataattcctc 
tgctgcaaca 
atattccata 
gaggtatatt 
tttgtatata 
tatttgcaca 
tctaaatgtg 
taagcatggg 
ttcccaccut 
tctaatccta 



tttaaaatca 
tggtatacac 
actaaccaag 
atctgacaga 
ttcgcatttg 
ggcaaagttt 
gggaagcact 
gctcctcaaa 
ccatacccct 
tacaatcgca 
tttitigtaaat 
atagttttgt 
tacaatggat 
aggcactgag 
aacagt titac 
gtttgtttct 
tgccaaacCc 
acgccaacaa 



60 
120 
180 
240 
300 
360 
420 
430 
540 
oOO 
660 
720 
780 
340 
900 
960 
1020 
1080 



17 

aactiggczgr aaccaaatc- raaaataaca acaaczggag cccczzczz 

< 2 1 0 > 5 6 

< 4 0 0 > S6 
000 

<210> 5" 
<400> 5" 
000 



<210> 53 
<211> 377 
<212> DMA 

<213> homo sapiens 



<400> 53 



cacactgagg gtttt-aaca ccattctccc ccacttctct cctgggcgac acaagagaga 60 

aataacctgt agtacagcag ctaaagtatt ctcctttcag agaatttctt tggaggtctc 120 

taatatatat ttcccccttg tctctgtgac ctcttattta tactatatta tngccccatg 180 

tactttctaa actgagcttg gaacatttag tattcctgca attggacttc ccacttaaca 240 

attatacaga ctttgctittt agaaacagat taggttccaa acagaaagtt caagtgnaac 300 

aacaacaata aaaatagatt atgaaacagg ctacaattgg ctctz--gg?. --rgacaggg 360 

gcaagatgaa aggcaacttt cctgctcttg aaatcatgtt gggtaagagg laaggaaccc 420 

agctacaatt ttattagtgc ttgaaacggg cttccctgaa ttctccaggc cctatcactt 480 

ttttttttct tactaatcag aagagagctg gggtagaagc cccatgt ttig tattccacga 540 

aacacgtcgg gttggagtaa aggcaaaaac agctagacac accaggtgtg tctgtt-gac 500 

atttataagc tggcactcac caacacccct gtccctcctt cccctgggac gtgcggatra 650 

aggggtgtga gttgtgggaa gaactgcccc cgcacctcct ggatttatta ttuctct caa 720 

ataccaacca gtaagatccc aaataacrtg agaaaaatcg tttcccgatc tgrccac-tc 730 

tggtgtcaaa gatrncactc atcttcttag nacattctat gcatrctata tgcacaatnt: 340 

tatacaatta aaaatagatt tttgtctagt gaaaaaa 877 



<210> 59 

<211> 1329 

<212> DMA 

<213> homo sapiens 



<400> 59 



gtcggggagc gcggggccgg ggcccagggg 
ggattgcccg gccctccccc ccggatggaa 
aagtgctggc aagagcgatg tctactactt 
gcctcagttg gcaaggtacc tgggaaatac 
tggaaagatg atgcctagta aattacagaa 
caatcaaaat aagggtaaac cagacttgaa 
aattttcaaa caaccggtaa ccaaagtcac 
cccacaacga atgaatgaac agccacgtca 
tagtgcatca gatgtaacag aacaaattat 
aggagttggt ccaggcagca atgatgagac 
cacaagctct gcgccaatca cagggcaagt 
ttggcttaac acatcccaac ccctctgcaa 
gaaacaggaa gagcgagtac agcaagtacg 
catcttgtcg cgagctgctg atacagaaga 
agcctaagaa tatgaccagg taactttcga 
attgaacaaa aatgtttcca ctggcttttg 
tagagctttt taatagcacc aaccaatgcc 
attattcaaa aaaccatgtt tactttgagt 
tcaagcagga ccctaagatg aagctgagct 
cagcacttac gtaaaacatt tgtctccccc 
taaataaatt tcccagttaa agattattgt 
ctttattgaa aggggacacc tgcacattcc 
ttatattca 



accccgggcc acggagagcg ggaagaggat 50 
gaaggaggaa gtgatccgaa aatctgggct 120 
cagtccaagt ggtaagaagt tcagaagcaa 180 
tgttgatctc agcagttttg acttcagaac 240 
gaacaaacag agactgcgaa acgatcctct 300 
tacaacatCg ccaattagac aaacagcatc 360 
aaatcatcct agtaataaag tgaaatcaga 42 0 
gcttttctgg gagaagaggc tacaaggact 480 
aaaaaccatg gaactaccca aaggtcttca 540 
ccttttatct gctgttgcca gtgctttgca 600 
ctccgctgct gtggaaaaga accctgctgt 660 
agctcttatt gtcacagatg aagacatcag 720 
caagaaattg gaagaagcac tgatggcaga 780 
gacggatatt gaaatggaca gtggagatga 340 
Gcgactttcc ccaagagaaa attcctagaa 900 
cctgtaagaa aaaaaatgta cccgagc'aca 960 
tttttagatg tacttttgat gtatatatct 1020 
cctaggactt aaaattagtc ttttgtaatalOSO 
tttgacgcca ggtgcaatct actggaaatgll40 
acagttttaa taagaacaga tcaggaattcl2 00 
gacttcactg tatataaaca tatttt tatal260 
tccatcatca ctgtaaagac aaataaatga 13 2 0 

1329 



<212> DMA 
<2 13 > heme 



13 



1 0 0 >■ 



gcaggcgc-a 
gatctccgga 
ggccaaccr r 
ttrcaaagca 
ctacncagga 
gagagagagc 
ccnctticagc 
atgaccct cr 
ctgcagcrcc 
gcccagggaa 
aaaacat tgg 
tnaaggccga 



gccrgggcgc 
gcccgctgca 
cgaacccgcc 
gtactcaagc 
tgcccccgaa 
tgctgcaaga 
gccaaaaaag 
aacagatgag 
tcttgcagaa 
gggaccaagg 
ttgggcggga 
ctttgaaaag 



acaggc -tc~ 
ccggacctcg 
agaggcggaa 
agagacctac 
gaggt tcgta 
gagaaaaata 
ccacggttag 
gaagatgaag 
ccggaaaaaa 
gccaaaaaag 
aaccct ttcc 
tttgaaagga 



gggagccaag 
gccagtcaca 
ggggaaaagg 
cctcccatac 
accgtgactt 
gggatcgtcc 
accagattcc 
attttgaaga 
tcaaaaaaga 
ctttaagggg 
ctttaatctt 
gsgtggg 



ag-ggraacg 
aaagacgaca 
agaaggcgac 
aaagacaaaa 
caggagagag 
aacccgagaa 
tgccgccaac 
agaaagtgat 
aagagctgaa 
gggaagggtt 
gagcctggcc 



gcgcccgcac 
acagcagcca 
c "gage caac 
tacagacaga 
ttiggaagaaa 
catacaacct 
cctgatgcag 
gangangata 
aagggccaag 
tcgcuttggg 
cat tccaagc 



120 

lao 

240 
300 
360 
420 
430 
540 
600 
55 0 
5 97 



<210> 61 
<21i> 133? 
<212> DMA 
<213> homo 



saoiens 



<400> s: 



cgaagaatag 
aaggctgncg 
gagcagagca 
aaatgttttg 
aaagctcagc 
ctggagcctc 
tcatgcaaac 
ttaaacagtg 
cccacgccca 
ggtcctgacc 
cgtgtgatta 
agctagaggg 
gtgtggtagg 
ttncctttcc 
taggaaggcg 
cctgcagact 
caaaaaacaa 
gaaggcagca 
aggacccggg 
ggctttgtgc 
accaccaaga 
gggactgcat: 
gacttgtagt 
atctaatat 



aattggccag 
gcaccaacag 
gccatcttrt 
gttaagaaaa 
cttctgctcg 
acaggctctg 
accctticctt 
ccagccccrg 
ctagcctgcc 
tctcttatca 
tttggaacag 
actggtgtcc 
gtttttgttt 
cttcccttct 
cctgccccat 
gggctggtgc 
taagaaaaaa 
aggttttgtg 
cttgccaaga 
acagaggtcc 
agcccctctc 
aattaaagca 
tgtgtgtgca 



gaccraggct: 
gggacagagg 
aagtggggct 
ttattttgcc 
ccccttcccc 
ctgt"ctcca 
cctcctgcgg 
ccaccccaaa 
acgtccacag 
agagcacact 
ttagacttgc 
ttccaagtct 
tctcttttga 
ccactggccn 
cttgtctgcc 
ctcctccgct: 
aaggtaaagt 
gatctagatc 
gcagaggccc 
gggtctgaga 
aggggccaga 
gttgcagttt 
gcacctcgcc 



cccacattct 
ctgatgctgg 
gtatcaggct 
ttcagcgtaa 
ccactgatgt 
cttctcacct 
cagagttgtt 
gctactgtta 
tcccttgggc 
tctttgctgg 
cacgttgggt 
agcatttggg 
gttttttttc 
agcttgggcc 
ggcagcatgc 
tcagggtatg 
cnttggtagc 
cattaggaat 
tcccagcaac 
cctcataggc 
actcctttgc 
tatttttttt 
ctgatatgtg 



cggnattccn 
agtggccagt 
gggtttattt 
atcttcgcag 
ctgcacttgg 
gccatccacg 
caggttgcct 
agccccccag 
tgctgagggg 
ttgctccttt 
cagttttaga 
gtatggaaaa 
cccctttagt 
tcatcctcac 
atccaaggcc 
ggagttggtg 
ttctatccac 
gtcttcttgt 
caggatacca 
tgcagaaacc 
cagcgtggac 
acagcttttt 
tgctctacaa 



cctggacgga 50 
^93-99^99^9 ^20 
aaaagcaaca 180 
tgttctaaac 240 
ttgaggtctc 300 
ccctgcaagc 3 60 
999caggggc 42 0 
gcgtcctcca 480 
ctagtgcagc 540 
tgagcatatg 600 
aattgtutct 560 
ttgttgtggt 720 
ctcctggctt 780 
gtcatccttc 840 
agagctcagg 900 
aaggggcttt 960 
tcagatcctgl0 2 0 
cagccaggccioao 
ccactttgggll4 0 
tggggcagccl2 0 0 
ttctcaagtcl2 60 
tcccaaaaatl3 2 0 
caaaaaccaal3 3 0 
1389 



<210> 62 

<211> 535 

<212> DNA 

<213> home sapiens 

<400> 52 



tgtattgagg 


taacaaattg 


t:::tract:gac 




ttctctacac 


taaaacaata 


60 


tgtgacat a~ 




gaagaggcaa 


cccac taaac 


tctcaaattti 


Cccatagaat 


120 


caaga tagaa 


cctEcagaca 


ccccaaccca 


ccaaaatgca 


aaaaaactaa 


caaaaatat c 


130 


tggtcttcaa 


t aatigctaaa 


ratc-acacr 


cttiagaatc t 


atcaacacc" 


aaccaga taa 


240 


tngggcatgc 


c: :: - a a c :: a c g 


cacgcac- t a 


"ccacactaa 


caaaactgac 


aacgccagcg 


300 



a^actgcaaa z' 
gagaccaaaa a.c 



1 9 

:-rrag-cc ractatcagg atataatcat 
:a"aacagr. taacgacata cacatttaga 
:aczacc-c canactitgtg tcatgatccr 



cagrggc acgacc-cgg 2 



::gtgaggag gacat-ccaa 360 

t:gagc::gca cactggcagg 4 2 0 

nr-ztrrrg agagagtctc 4 3 0 

-cacz::caa zzzzz 535 



<210> 53 

<211> 1093 

<212> DMA 

<213> heme sapiens 

<400> 63 



gtgactrgac 
atgattt ccc 
ataaccccac 
agaaaacgca 
cagaagttat 
gacct-cggag 
atttcatatt 
acctgtgcgg 
agaagtgguc 
agagttacca 
gcgaacctica 
ctcatacagg 
tcacacaaat 
tgccaccacg 
gaaaaaacgc 
ggataagcac 
atgataaccc 
gctatgctaa 
ggagcactaa 



actcgaacaa 
tgatgaaaag 
aacct-ctct: 
tatggaattt 
ctacaagacg 
ccnaagccat 
tgtnatgacg 
aatzccagct 
agctaaagga 
cgaatcccat 
ctncnagact 
gacaccaaaa 
gcaatagcug 
caccacggca 
acaagagccc 
agactigaatt: 
agagtirgaca 
catgtactgc 
aggaaaaa 



at -aggaagc 
acccctaccc 
gatgtcaaag 
cctcaactgt 
agacaaacag 
acaggagatg. 
gacantttgc 
tncctcatgc 
anccaggttg 
cttggttcca 
tncacggtgg 
taccctctgt 
gtcactgcat 
tgccagagtn 
ccgccctgcc 
gtacaatttg 
trttaaaact 
agacatcaaa 



tgaatcctgc 

taagggaagc 

gccatgcaca 

ataataacag 

atcgggatgt 

ggaaaccacg 

tcgactggag 

aaaaggat 

ttggttggac 

gctatatcac 

gacgaaacgg 

gctagcccag 

ttttacctga 

caacactgt u 

ctagctgagg 

cagatgcaga 

tgccacactt 

cttgtggcca 



agcaaaccac 
tgttgcagag 
caaggcract 
tgtggtcrgt 
aataacagca 
ctatgacact 
catgcacaat 
tgcauccc-g 
tgtraacacc 
t:gacagc=i-ig 
gttcagaaac 
gccctgggga 
accaaagctia 
gctcttgaaa 
cacacaggga 
tgtaaatgca 
atttcaaata 
tactaataaa 



agactcagga 60 
tgcctaaacc 120 
gaggctctaa 130 
tctttctcgc 240 
ttaactcaca 300 
ttctggaaac 3 60 
accttgtggt 420 
gcccactcga 430 
tttgacgaaa 540 
gtagaagact 600 
tgccaggggc 660 
atcaggtgac 72 0 
aacccggcgt 780 
atccgggcct 340 
gacccagtga 900 
tgggacacgc 960 
t:t:tgtactcal020 
attaataaaaioao 
1098 



<210> 64 
<211> 1860 
<212> DNA 

<213 > homo sapiens 
<400> 64 



taagatcctg 
atgaaggcag 
atgtctcatt 
gtccaatttc 
ggtcatctga 
tggacattta 
tcatac tgaa 
aaagatgtaa 
gcaattcngt 
atgtaaaaag 
tgttntcctt: 
aaataaaaaa 
ttgacctaag 
ctattacgtc 
cctgtcctta 
taacacccac 
gaccttgact 
tacaaaaaca 
aactgcatgt 
ttgggttatc 
atggat tcaa 
taaaaacaaa 
tgttttuctc 
taacactgaa 



actctgaagc 
cttttctttt 
tacagtataa 
tgtctcttcc 
tagcctcatt 
ttgtagcact 
acaagcctgc 
tggggtgggg 
acctggtgac 
gggtcagtgg 
aaagcrgtca 
ggtggcatct 
agtatggcta 
ccgac- tgan 
atcctgtgcc 
ccacccccct 
agataggctg 
agccagcaaa 
tgaaaaataa 
ttttatracac 
aactat taca 
tgcacatacc 
gtacaccaat 
ggagtgaaag 



ttcaaagtga 
tctgaggaaa 
aactcaaagg 
tcaccattgg 
cagtcttcat 
acataactga 
tagcctatgt 
ggcaggggta 
tttgtggtgc 
tatttcattg 
gtgtacaagt 
agagcatgta 
aacacctata 
cgcagttttt 
cagaaggagt 
ccccccatct 
aaggcacatg 
aagatactgt 
gccgttattg 
atgtatacac 
agctgttgtc 
gatatttaaa 
aattaagcca 
tatt tcctat 



cactgtggaa 
aaataggcat 
tagatgtaat 
gtatctattc 
cattttcatc 
ttataaaaat 
ataaaatagc 
atttcaagtt 
actcacctct 
ctgctaaaaa 
gggtatctga 
aattggatat 
tatgcaatct 
tcctaattat 
acaaaatgca 
cttctaccgc 
gttccctcca 
agagaggttg 
atcttaaaca 
aaaatatttc 
taaaacaggt 
atgcgcaatt 
ctactgttgg 
atntatgaat 



atctgaaacg 
gggctacagg 
ttttacacct 
tttatatgta 
attgttccta 
ctgtaaacga 
aaaatgtttg 
attaatttaa 
gatagtgact. 
tgacaacrcc 
ataccagacc 
aaagttctgc 
actaaaagaa 
aacaaaccnt 
cactttacaa 
tctcgttgat: 
aaaaccacta 
gcttgcttcc 
tcggtcagat 
aaattgaaag 
gagaaaaaaa 
aagaaaaccc 
cactgtttgg 
t tactactaa 



aggggatgtc 60 
actatttaaa 120 
atgagtattt 180 
aataagataa 240 
tgtagattat 300 
attagcactt 360 
ctgtttataa 420 
aaatgaacta 480 
tgaattcggt 540 
ctctgtgtcc 600 
ttactgtaaa 660 
tcttaaagag 720 
cttaattcgg 780 
tcctcattgg 840 
aactgatatt 900 
cgtggtatct 960 
ttgacaccacl020 
ctctcttcctlOSO 
gagtcacacall4 0 
caacatcttal200 
ttt:ataact:gl260 
attgttgttgl320 
ttt:tctatttl330 
aat:cttggcal4 4 C 
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aaaaaagaaa aaaac-gccc aacgcgtgtg ggtgaaaact gctaatcaag tgnttctacclSOO 

cccccccgaa aatccccrga aagttggaca ccaactgtat accctaggtt gcctaaaggglSoO 

atttcactat tatacaaagt caataaaaac gaagtagttg tatatatgca acactgtgca-loZ 0 

cagaggggaa acaacgaata gtattaaaga aacattctcg tcttccrtica cctrctaatccisa 0 

cccaacaccc agnccactc:: ttaaattctc agacctcacc gcttcccgaa t:T:cacaai:t:cl740 

taattttcac acna;:rgtca atggaaaatc atatctaata aaggttttag t tattcccac 13 00 

gcacagtatg aaaactccca tncgctgagg ttttgcctca agaaaatgta tcggcatgccl360 

<21Q> 65 
<400> 65 
000 

<210> 66 
<211> 205 
<212> PRT 

<213> homo sapiens 
<400> 65 

Cys Arg Thr Trp Ser lie Leu Arg Gly Arg Men Trp Leu Ser Thr Asn 
15 10 15 

Ser Ala Ala Asd Ala lie Asn Pro Trp Pro Gly Arg Ser Ser Arg Pro 
20 25 30 

Arg Ser Ara Ala Ala Val Pro His Arg Leu Leu His Leu Pro Pro Val 
35 40 45 

Cys Ala Glu Leu Gin Gly Gin Gin Phe Tyr Ser Leu Glu Gly Ala Pro 
50 55 60 

Tyr Cys Glu Gly Cys Tyr Thr Asp Thr Leu Glu Lys Cys Asn Thr Cys 
65 70 75 80 

Gly Glu Pro lie Thr Asp Arg Met Leu Arg Ala Thr Gly Lys Ala Tyr 

85 " 90 95 

His Pro His Cys Phe Thr Cys Val Val Cys Ala Arg Pro Leu Glu Gly 
100 105 110 

Thr Ser Phe lie Val Asp Gin Ala Asn Arg Pro His Cys Val Pro Asp 
115 120 125 

Tyr His Lvs Gin Tyr Ala Pro Arg Cys Ser Val Cys Ser Glu Pro lie 
130 " 135 140 

Met Pro Glu Pro Gly Arg Asp Glu Thr Val Arg Val Val Ala Leu Asp 
145 ^ 150 155 160 

Lvs Asn Phe His Met Lys Cys Tyr Lys Cys Glu Asp Cys Gly Lys Pro 

165 170 175 

Leu Ser lie Glu Ala Asp Asp Asn Gly Cys Phe Pro Leu Asp Gly His 
180 185 190 



21 



Val Leu Cvs Ara Lys "Cys His Thr Ala Arg Aia Gin Thr 
15="' 200 205 

< 2 1 0 > o ~ 
<211> 150 
<212>- ?P.T 

<213> licmo sapiens 
<400> 57 

Ala Aia Ara Ala Leu Lvs Arg Pro Phe Pro Ser Gly Pro Pro Leu Arg 
1 " 5 10 15 

Asp Arq Ser Pro Ser Leu Glu Ser Gin Ser Arg Lys Thr Pro Arg Leu 
20 25 30 

Pro Glu Aso Leu. Ala Ser Gly Lys Lys Asp Tyr Thr Phe Gin Arg Pro 
35 .40 45 

Leu Arg Ara Arg Asp Arg Lys Arg Arg Ala Ser Arg Val Ser Leu Arg 
50 ^55 60 . 

Val Aso Pro Ser Asd His Gly Gly Pro Gly Val Val Ala Asp Glu Val 
65 ^ ^70 75 30 

Pro His Gin Gly Lys Cys Glv Trp Gly Arg Arg Leu Pro Gly Val Arg 

85 90 95 

Pro Gly Ala Ala Gly Ala Gin Arg Gin Glu Pro Gly Ser Pro Thr Glu 
100 105 110 

Gly Trp Glv Gly Gly Pro Pro Arg His Val Pro Val Gin Pro Val Arg 
115 120 125 

Val Ser Ala Asp Arg Pro Ala Asp Thr Pro Ala Pro Ser Pro Ser Lys 
130 135 140 

Asp Leu Leu Ser His Pro 
145 150 

<210> 68 
<211> 55 
<212> PRT 

<213> homo sapiens 
<400> 68 

Leu Leu Glu Cvs Arg His His Asp Gly Asp Val Ser Ser Val Gly Gly 
1*5 10 15 

Pro Leu Gin Gly Pro Arg Val Leu Gin Gly Gly Leu Gly Val Cys Glu 
20 25 30 

Glv Ala His Gin Val Ala Ser Gin Gin Gly Arg Leu Pro Arg Pro Glu 
35 40 45 



A r g A 1 a G 1 v Leu Pro L e u T h r 
50 55 

<210> 59 
<211>' 132 
<212> ?RT 

<213> homo sapiens 
<400> 69 

Ser Val His Phe Pro Ala Ala Leu Arg Cys Glu Thr Ala Ala Leu Leu 
15 10 15 

Trp Ser Leu Arg Ala Ala Arg His His Asp Ser Gin Arg Thr Leu Arg 
20 25 30 

Arg Ala Arg Lys Thr Thr Pro Ser Arg Gly Leu Cys Gly Ala Ala Thr 
35 40 45 

Gly Ser Gly Gly Arg Ala Glu Cys Pro Cys Ala Trp lie Arg Ala Thr 
50 55 60 

Met Val Ala Arg Val Trp Ser Leu Met Arg Phe Leu lie Lys Gly Ser 
65 70 75 80 

Val Ala Gly Gly Ala Val Tyr Leu Val Tyr Asp Gin Glu Leu Leu Gly 

35 90 95 

Pro Ser' Asp Lys Ser Gin Ala Ala Leu Gin Lys Ala Gly Glu Val Val 
100 105 110 

Pro Pro Ala Met Tyr Gin Phe Ser Gin Tyr Val Cys Gin Gin Thr Gly 
115 120 125 

Leu Gin lie Pro Gin Leu Pro Ala Pro Pro Lys lie Tyr Phe Pro lie 
130 135 140 

Arg Asp Ser Trp Asn Ala Gly lie Met Thr Val Met Ser Ala Leu Ser 
145 150 155 160 

Val Ala Pro Ser . Lys Ala Arg Glu Tyr Ser Lys Glu Gly Trp Glu Tyr 

165 170 175 



Val Lys Ala Arg Thr Lys 
180 

<210> 70 
<211> 25 
<212> PRT 

<213> homo sapiens 



<400> 



70 
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Pre 31u Asp 3er Gly Leu Gly Pro His Ser Glu Gly Arg Pro Pro Asp 

15 10 ~ 15 

Z'/s Ar^ Pro Asn u'/s 3iy Leu Gin. Lys 
20 25 

<210> T"! 

<211> 56 

<212> ?RT 

<213> homo sapiens 

<400> 71 

Asp Glu Lys Asn Thr Ser Phe Leu Tyr Ser Asp Val Gly Ala Thr Ser 
15 10 15 

Met Lys Ser Val Leu Tyr Glu Ser Tyr Thr Lys Met Gly Arg His Leu 
20. 25 30 

Val Asn Cys Ala Arg Tyr Leu Lys Cys Met Phe Arg Lys Ala Phe Tyr 
35 40 45 

Gin Leu Arg Asn Met Thr Tyr Phe 
50 55 

<210> 72 
<400> 72 
000 

<210> 73 
<211> 291 
<212> PRT 

<213> homo sapiens 
<400> 73 

Leu Glu Arg Leu Val Asp lie Lys Lys Gly Asn Thr Leu Leu Leu Gin 
15 10 15 

His Leu Lys Arg lie lie Ser Asp Leu Cys Lys Leu Tyr Asn Leu Pro 
20 25 30 

Gin His Pro Asp Val Glu Met Leu Asp Gin Pro Leu Pro Ala Glu Gin 
35 40 45 

Cys Thr Gin Glu Asp Val Ser Ser Glu Asp Glu Asp Glu Glu Met Pro 
50 55 60 

Glu Asp Thr Glu Asp Leu Asp His Tyr Glu Met Lys Glu Glu Glu Pro 
65 70 75 * 80 

Ala Glu Gly Lys Lys Ser Glu Asp Asp Gly lie Gly Lys Glu Asn Leu 

35 90 * ^ 95 

Ala lie Leu Glu Lys lie Lys Lys Asn Gin Arg Gin Asp Tyr Leu Asn 
100 105 110 
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Gly Ala '/al 3er Giv " 3er 7ai Gin Ala Thr Asp Arg Leu Mec Lys Glu 
115 " 120 125. 

Leu Arg Asp lie Tyr Arg Ser Gin 3er Phe Lys Gly Gly Asn Tyr Ala 

130 135 140 

Val Glu Leu Val Asn Asp Ser Leu Tyr Asp Trp Asn Val Lys Leu Leu 
145 150 155 160 

Lys Val Asp Gin Asp Ser Ala Leu His Asn Asp Leu Gin lie Leu Lys 

165 170 175 

Glu Lvs Glu Gly Ala Asp Phe lie Leu Leu Asn Phe Ser Phe Lys Asp 
130. 185 190 

Asn Phe Pro Phe Asp Pro Pro Phe Val Arg Val Val Ser Pro Val Leu 
195 200 205 

Ser Gly Gly Tyr Val Leu Gly Gly Gly Ala lie Cys Met Glu Leu Leu 
210 ' ^ 215 220 

Thr Lys Gin Gly Trp Ser Ser Ala Tyr Ser He Glu Ser Val lie Met 
225 ' 230 235 240 

Gin He Ser Ala Thr Leu Val Lys Gly Lys Ala Arg Val Gin Phe Gly 

245 250 255 

Ala Asn Lys Ser Gin Tyr Ser Leu Thr Arg Ala Gin Gin Ser Tyr Lys 
260 265 270 

Ser Leu Val Gin He His Glu Lys Asn Gly Trp Tyr Thr Pro Pro Lys 
275 280 285 



Glu Asp Gly 
290 



<210> 74 
<211> 253 
<212> PRT 

<213> homo sapiens 
<400> 74 

Arg Ser Val Val Arg Arg Cys Leu Lys Met Ala Ala Glu Glu Pro Gin 
15 10 15 

Gin Gin Lys Gin Glu Pro Leu Gly Ser Asp Ser Glu Gly Val Asn Cys 
20 25 30 



Leu Ala 



Tyr 
35 



Asp Glu Ala He 



Met 

40 



Ala Gin Gin Asp 



Arg 
45 



He Gin Gin 
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Glu lie Ala Val Gin ' Asn Pro Leu Val Ser Glu Arg Leu Glu Leu Ser 

SO 5 5 5 0^ 

Val Leu Tvr Lvs Glu Tvr Ala Glu Asp Asp Asn He Tyr Gin Gin Lys 
55 " * 70 75 30 

He Lvs AsD Leu His Lys Lys Tyr Ser Tyr He Arg Lys Thr Arg Pro 

35 30 95 

Asp Gly Asn Cys Phe Tyr Arg Ala Phe Gly Phe Ser His Leu Glu Ala 
100 105 110 

Leu Leu Asp Asp Ser Lys Glu Leu Gin Arg Phe Lys Ala Val Ser Ala 
115 120 125 

Lvs Ser Lys Glu Asp Leu Val Ser Gin Oly Phe Thr Glu Phe Thr He 
130 ' ' 135 140 

Glu Asp Phe His Asn Thr Phe Met Asp Leu He Glu Gin Val Glu Lys 
145 150 155 160 

Gin Thr Ser Val Ala Asp Leu Leu Ala Ser Phe Asn Asp Gin Ser Thr 

165 170 175 

Ser Asp Tyr Leu Val Val Tyr Leu Arg Leu Leu Thr Ser Gly Tyr Leu 
180 * 185 190 

Gin Arg Glu Ser Lys Phe Phe Glu His Phe He Glu Gly Gly Arg Thr 
195 200 205 

Val Lys Glu Phe Cys Gin Gin Glu Val Glu Pro Met Cys Lys Glu Ser 
210 215 220 

Asp His He His He He Ala Leu Ala Gin Ala Leu Ser Val Ser He 
225 230 235 240 

Gin Val Glu Tyr Met Asp Arg Gly Glu Gly Gly Thr Thr 

245 250 

<210> 75 

<211> 103 

<212> PRT 

<213> homo sapiens 

<400> 75 

Glu Lys Phe Leu Asn Met Gly Ala Pro Leu Gly Val Gly Leu Gly Leu 
15 10 15 

Val Phe Val Ser Ser He Gly He Tyr Val Ser Ser Thr Tyr Pro Pro 
20 25 30 
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7a 1 Ala Giy Ala Thr Leu Tyr Ser '/ai Ala Met Tyr Gly^ Gly Leu Val 
35 40 45^ 

Leu- ?he Ser Mec ?he Leu Leu Tyr Asp Thr Gin Lys Val lie Lys Arg 
50 55 60 

Ala Glu Val Ser Pro Met Tyr Gly Val Gin Lys Tyr Asp Pro lie Asn 
55 70 75 80 

Ser Met Leu Ser lie Tyr Met Asp Thr Leu Asn lie Phe Met Arg Val 

85 90 95 

Ala Thr Met Leu Ala Thr Gly Gly Asn Arg Lys Lys 
100 . . 105 

<210> 76 
<400> 76 
000 

<210> 77 
<400> 77 
000 

<210> 73 
.<400> 78 
000 

<210> 79 
<400> 79 
000 

<210> 80 
<400> 80 
000 

<210> 81 
<400> 81 
000 

<210> 82 
<211> 164 
<212> PRT 

<213> homo sapiens 
<400> 82 

Met His Arg Asp Ser Cys Pro Leu Asp Cys Lys Val Tyr Val Gly Asn 
1^5 10 15 

Leu Gly Asn Asn Gly Asn Lys Thr Glu Leu Glu Arg Ala Phe Gly Tyr 
20 * 25 30 

Tyr Gly Pro Leu Arg Ser Val Trp Val Ala Arg Asn Pro Pro Gly Phe 
35 40 45 



Ala Phe 

50 



Val Glu Phe Glu Asp Pro Arg Asp Ala Ala Asp Ala Val Arg 

5 5 6 0 



Giu Lei. 
5 5 



Aso Glv Ara Thr Leu Cvs Glv Cys Arg Val Arg Val Glu Leu 
70 ' " 75 ~ 30 



3er Asn Glv Glu Lys Arg Ser Arg Asn Arg Gly Pro Pro Pro 3er Trp 

35 90 95 

Gly Arci Arg Pro Arg Asp Asp Tyr Arg Arg Arg Ser Pro Pro Pro Arg 
100 " " " 105 110 

Arg Arg Ser Pro Arg Arg Arg Ser Phe Ser Arg Ser Arg Ser Arg Ser 
115 120 125 

Leu Ser Arg Asp Arg Arg Arg Glu Arg Ser Leu Ser Arg Glu Arg Asn 
130 ' 135 140 

His Lys Pro Ser Arg Ser Phe Ser Arg Ser Arg Ser Arg Ser Arg Ser 
145 ^ " 150 155 160 

Asn Glu Arg Lys 

<210> 83 
<211> 148 
<212> PRT 

<213> homo sapiens 
<400> 33 

Glu Ala- Ala Leu Thr Leu Cys His Leu Leu Ser Ser Trp Val Ser Leu 
IS 10 15 

Glu Ser Leu Thr Leu Ser Tyr Asn Gly Leu Gly Ser Asn lie Phe Arg 
20 25 30 

Leu Leu Asp Ser Leu Arg Ala Leu Ser Gly Gin Ala Gly Cys Arg Leu 
35 40 45 

Arg Ala Leu His Leu Ser Asp Leu Phe Ser Pro Leu Pro lie Leu Glu 
50 55 60 

Leu Thr Arg Ala lie Val Arg Ala Leu Pro Leu Leu Arg Val Leu Ser 
65 70 75 30 

lie Arg Val Asp His Pro Ser Gin Arg Asp Asn Pro Gly Val Pro Gly 

85 90 95 

Asn Ala Gly Pro Pro Ser His lie lie Gly Asp Glu Glu lie Pro Glu 

100 105 110 



Asn Cys Leu Glu Gin Leu Glu Met Xxx lie Ser Thr Gly Ser Pro Ala 
115 120 125 
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3er Pre Thr Ala Val Leu Arg Ser Glu Gly Leu Glv Phe Ser Ala Ala 
130 135 140 

Ala '/ai Pro Gly 
145 

< 2 1 0 > 3 4 
<4C0> 34 
000 

<210> 35 
<400> 35 
000 

<210> 36 
<400> 86 
000 

<210> 37 . . 

<400> 37 

000 

<210> 33 
<400> 38 
000 

<210> 39 
<400> 39 
000 

<210> 90 
<211> 145 
<212> PRT 

<213> homo sapiens 
<400> 90 

Glu Asp Gly Ala Asp Gly Ala Phe Tyr Pro Asp Glu lie Gin Arg Pro 
15 10 15 

Pro Val Arg Val Pro Ser Trp Gly Leu Glu Asp Asn Val Val Cys Ser 
20 25 30 

Gin Pro Ala Arg Asn Phe Ser Arg Pro Asp Gly Leu Glu Asp Ser Glu 
35 40 45 

Asp Ser Lys Glu Asp Glu Asn Val Pro Thr Ala Pro Asp Pro Pro Ser 
50 55 60 

Gin His Leu Arg Gly His Gly Thr Gly Phe Cys Phe Asp Ser Ser Phe 
65 70 75 80 

Asp Val His Lys Lys Cys Pro Leu Cys Glu Leu Met Phe Pro Pro Asn 

85 90 95 

Tyr Asp Gin Ser Lys Phe Glu Glu His Val Glu Ser His Trp Lys Val 
100 105 lib 



29 

Cys Pro Met Cys 3er . Glu Gin Phe Pro Pro Asp Tyr Asp Gin Gin Val 
115 120 125 

Phe Glu Arg His Val Gin Thr His Phe Asp Gin Asn Val Leu Asn Phe 
130 135 140 

Asp 
145 

<210> 91 

<211> 282 

<212> PRT 

<213> homo sapiens 

<400> 91 

Asp Lys Ser Ser Ala Cys Arg Arg Asn Gly Asn Tyr Ser Asp Glu Lys 
1 ' 5 ■ • lb 15 ^ 

Lys Asp Ala Met Tyr Trp Glu Lys Arg Arg Lys Asn Asn Glu Ala Ala 
20 '25 30 

Lys Arg Ser Arg Glu Lys Arg Arg Leu Asn Asp Leu Val Leu Glu Asn 
35 40 45 

Lys Leu lie Ala Leu Gly Glu Glu Asn Ala Thr Leu Lys Ala Glu Leu 
50 55 60 

Leu Ser Leu Lys Leu Lys Phe Gly Leu lie Ser Ser Thr Ala Tyr Ala 
65 * 70 75 80 

Gin Glu lie Gin Lys Leu Ser Asn Ser Thr Ala Val Tyr Phe Gin Asp 

85 90 95 

Tyr Gin Thr Ser Lys Ser Asn Val Ser Ser Phe Val Asp Glu His Glu 
100 105 110 

Pro Ser Met Val Ser Ser Ser Cys lie Ser Val lie Lys His Ser Pro 
115 120 125 

Gin Ser Ser Leu Ser Asp Val Ser Glu Val Ser Ser Val Glu His Thr 
130 135 140 

Gin Glu Ser Ser Val Gin Gly Ser Cys Arg Ser Pro Glu Asn Lys Phe 
145 150 155 ' 160 

Gin lie lie Lys Gin Glu Pro Met Glu Leu Glu Ser Tyr Thr Arg Glu 

165 170 175 

Pro Arg Asp Asp Arg Gly Ser Tyr Thr Ala Ser lie Tyr Gin Asn Tyr 
130 185 190 
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Mec Gly Asn Ser Phe • Ser Gly Tyr Ser His Ser Pro Pro Leu Leu Gin 
195 200 205 

Vai Asn Arg Ser Ser Ser Asn Ser Pro Arg Thr Ser Glu Thr Asd Asd 
210 215 220 

Glv Val Val Gly Lys Ser Ser Asp Gly Glu Asp Glu Gin Gin Vai Pro 
225 ' ' 230 ^ ' 235 240 

Lys Gly Pro lie His Ser Pro Val Glu Leu Lys His Val His Ala Thr 

245 250 255 

Val Val Lys Val Pro Glu Vai Asn Ser Ser Ala Leu Pro His Lys Leu 
260 265 270 

Arg lie Lys Ala Lys Ala Met Gin lie Lys 
275 280 

<210> 92 
<211> 92 
<212> PRT 

<213> homo sapiens 
<400> 92 

Met Ala Ser Leu Gly His lie Leu Val Phe Cys Val Gly Leu Leu Thr 
15 10 15 

Met Ala Lys Aia Glu Ser Pro Lys Glu His Asp Pro Phe Thr Tyr Asp 
20 25 30 

Tyr Gin Ser Leu Gin lie Gly Gly Leu Val He Ala Gly He Leu Phe 
35 40 45 

He Leu Gly He Leu He Val Leu Ser Arg Arg Cys Arg Cys Lys Phe 
50 55 60 

Asn Gin Gin Gin Arg Thr Gly Glu Pro Asp Glu Glu Glu Gly Thr Phe 
65 70 75 80 

Arg Ser Ser He Arg Arg Leu Ser Thr Arg Arg Arg 

35 90 

<210> 93 
<211> 140 
<212> PRT 

<213> homo sapiens 
<400> 93 

Trp Thr Gly Thr Gly Arg Gly Ala Val Ala He Met Aia Asp Pro Asp 
15 10 15 

Pro Arg Tyr Pro Arg Ser Ser He Glu Asp Asp Phe Asn Tyr Gly Ser 
20 25 " 30 
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Ser Val Ala Ser Ala " Thr Val His lie Arg Met Ala Phe Leu Arg Lys 
35 40 45 

Val Tyr Ser lie Leu Ser Leu Gin Val Leu Leu Thr Thr Val Thr Ser 
SO 55 60 

Thr Val Phe Leu Tyr Phe Glu Ser Val Arg Thr Phe Val His Glu Ser 
65 * 70 75 80 

Pro Ala Leu lie Leu Leu Phe Ala Leu Gly Ser Leu Gly Leu lie Phe 

85 90 95 

Ala Leu Thr Leu Asn Arg His Lys Tyr Pro Leu Asn Leu Tyr Leu Leu 
100 105 110 

Phe Gly Phe Thr Leu Leu Glu Ala Leu Thr Val Ala Val Val Val Thr 
115 120 125 

Ser Met Met Tyr lie Leu Ser Ala Ser Phe His Thr 
130 135 140 

<210> 94 
<400> 94 
000 

<210> 95 
<400> 95 
000 

<210> 96 
<400> 96 
000 

<210> 97 
<211> 51 
<212> PRT 

<213> homo sapiens 
<400> 97 

Phe Phe Pro Leu Leu Leu Pro Leu His Thr Pro Val Ala Gly Arg Asn 
15 10 15 

Leu Gly Phe Pro Glu Ser Leu Gly Val Pro Pro Phe Leu Pro His Pro 
20 25 30 

Gly Gly Thr Pro Arg Ala Pro Gly Leu Phe Leu Leu Leu Phe Ser Phe 
35 40 45 

Trp Ala Val 
50 

<210> 98 
<211> 53 
<212> PRT 

<213> homo sapiens 
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<400> 93 

Phe ?hs Leu Tyr Ser Phe Pro Phe Thr Pro Pro Trp Leu Glu Gly Thr 
15 10 , 15 

Ser Ala Ser Leu Lys Ala Trp Gly Ser His Pro Ser Tyr Pro Thr Arg 
20 ' 25 30 

Glu Glu Arg Pro Gly Pro Arg Ala Cys Phe Ser Ser Cys Phe Pro Phe 
35 " 40 45 

Gly Gin Phe Asp His 
50 

<210> 99 
<211> 52 
<212> PRT 

<213> homo sapiens 
<400> 9'^ 

Pro Leu Asp Cys Ala Thr Phe Val Phe Val Phe Leu Asn Phe Phe Lys 
15 10 15 

Pro Arg Met lie Ser Pro Ala Ser Phe Ser Ser Pro Ser Ser Gin Thr 
20 25 30 

Glu Phe Lys Gly His Phe Ser Ser Ser Phe Trp His Leu Gin Pro Gin 
35 40 45 

Ser Gly lie Phe 
50 

<210> 100 
<211> 122 
<212> PRT 

<213> homo sapiens 
<400> 100 

Pro Phe Ser Ser Ser Val Ser Phe Phe Gly Thr Ala Pro Ser Cys Leu 
15 10 15 

Leu Glu Gly Trp lie Leu Val Cys Ala Leu Asp Arg Tyr Arg lie Asn 
20 25 30 

Thr Cys Ala Leu Arg Thr Gly Ser Pro Arg Phe lie Gin Ser Ala His 
35 40 45 

Tyr Arg Lys Leu Leu Cys Gin Asn Pro Gly Lys Asp Pro Thr Pro Gly 
50 55 60 

Ser Pro Ser Ser Leu Leu Thr Ser Thr Arg Ala Val Leu Leu Phe Phe 
65 70 75 80 



lie Leu Leu Phe Tyr Cys Phe Cys Cys Gly His Tyr His Trp Gin Ser 
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85 90 95 

Ser ?he 3er Pro Phe Leu Asp lie Gly Val Leu Ser Leu Lys Asp Ser 
100 " 105 lie 

Thr Leu Arg Leu Lys Val Pro Lys Ala Ala 
115 ' 120 

<210> 101 
<211> 126 
<212> PRT 

<213> homo sapiens 
<400> 101 

Leu Phe Phe Phe Cys Phe Leu Phe Trp Asp Cys Ala lie Met Phe lie 
1-5 10 15 

Arg Arg Leu Asp Phe Gly Val Cys Ser Arg Gin lie Gin Asn Lys Tyr 
20 25 30 

Leu Arg Leu Glu Asn Arg Lys Ser Thr lie His Thr Lys Cys Ser Leu 
35 40 45 

Gin Glu Val Ala Val Ser Lys Ser Arg Gin Gly Pro Asn Ser Gly Gin 
50 55 60 

Pro Leu Leu Pro Ala Asp Leu Asn Lys Gly Cys Ala lie Val Phe Tyr 
65 70 75 80 

Phe lie lie Leu Leu Leu Leu Leu Trp Ser Leu Ser Leu Ala Lys Phe 

85 90 95 

Leu Phe Pro Phe Pro Gly His Arg Gly Pro Val Phe Lys Arg Phe His 
100 105 ^ 110 

Ser Glu Ala Glu Gly Ala Lys Ser Cys Leu Arg Ser Gly Leu 
115 120 125 

<210> 102 
<211> 73 
<212> PRT 

<213> homo sapiens 
<400> 102 

lie Asp Phe Glu Gly Lys Glu Arg Gly Lys Gly Gin Gly Arg Asp Thr 
1 5 10 15 

Pro Pro Leu Pro Leu Ser Trp Ala Gin Lys Leu Gly Gly Gly Arg Glu 
20 25 30 

Arg He Phe Thr Phe Phe Lys Leu Leu Phe Ser Glu Trp Asn Lys Leu 
35 40 45 
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Gly Gin Gly Ala Gin Ala Leu Ser Ser Val Pro His Thr Pro Leu Leu 
50 55 oO 

Arg Ser Phe lie Gin Lys Asn lie Ser 

65' 70 

<210> 103 
<211> 143 
<212> PRT 

<213> homo sapiens 
<40C> 103 

lie Leu Arg Gly Arg Arg Glu Gly Arg Val Arg Val Glu Thr Pro Leu 
15 10 15 

Pro Cys Pro Phe Pro Gly Pro Arg Ser Trp Gly Glu Gly Gly Lys Gly 
20 . . 25 30 * 

Phe Leu His Phe Leu Asn Cys Tyr Phe Leu Asn Gly Thr Ser Trp Ala 
35 40 45 

Lys Gly Pro Arg Pro Cys Pro Leu Ser Leu Thr Pro Leu Cys Ser Val 
50 55 60 

His Ser Phe Lys Lys Thr Phe Leu Glu His Leu Leu Cys Pro Ala Tyr 
65 70 75 80 

Ala Arg Pro Thr Ser Val Cys Val Gly Gly Leu Tyr Ala Ser Ser Ser 

85 90 95 

Val Pro Pro Cys Pro Ser Phe Thr Gly Ala Phe Gly Gly Ser Val Gly 
100 105 110 

Gly Gly Thr Phe Cys Gly Val Trp Gly Ser Pro Gly Ser Pro Thr Lys 
115 120 125 

Leu Ser Pro Ser Pro Val Pro Thr His Leu Leu Gin Pro Pro Ala 
130 135 140 

<210> 104 

<211> 116 

<212> PRT 

<213> homo sapiens 

<400> 104 

Cys Arg Pro Thr lie Phe Thr Pro Arg Pro Pro Ala Leu Gly Glu Gly 
15 10 15 

Ser Thr Thr Thr Ser Pro Leu Asp lie Pro Leu Gly Thr Gly Met Trp 
20 25 30 

Val Pro Leu Thr Val Arg Pro Trp Gly Glu Pro Lys Ala Leu Thr Ser 
3 5 4 0 * 45 
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Gly He Ala Met Leu Gly Gly Gly Ala Ser Glu Thr Vai Gly Arg Gin 
50 55 50 

Asp lie Leu Gly Ala Ala Pro Ser Gin Gin Gly He Arg Gin Glv Ala 
65 70 -i * 30 

Val Gly Asp Gly Leu Ala Gin Gly Lys Gly Thr Ala Trp Ser Glv Phe 

85 90 95 

Leu Glu He Pro Lys Pro His Arg Arg Ser His Leu Leu Gin He Pro 
100 105 110 

Gin Arg His Arg 
115 

<210> 105 
<211> 22 
<212> PRT 

<213> homo sapiens 
<400> 105 

Arg Met Gly Lys Glu Ala Leu Met Ser Trp Arg Arg Asp Pro Pro His 
^5 10 15 

Thr Leu Ser Trp Trp Ala 
20 

<210> 106 
<400> 106 
000 

<210> 107 
<400> 107 
000 

<210> 108 
<400> 108 
000 

<210> 109 
<211> 165 
<212> PRT 

<213> homo sapiens 
<400> 109 

Gly Ala Gly Pro Trp Glu Ala Phe Pro Asp Gly He Gly Arg Arg Ser 
15 10 15 

Arg Arg Ala Arg Leu Pro Gin Tyr Lys Arg Pro Pro Gly Gly Gly Gly 
20 25 30 

Gly Gly Asp Ser Gly Arg Arg Asn Met Ala Val Ala Asp Leu Ala Leu 
35 40 45 

He Pro Asp Val Asp He Asp Ser Asp Gly Val Phe Lys Tyr Val Leu 
50 55 60 
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1 



le Arg 7al His Ser Ala Pro Arg Ser Gly Ala Pre Ala- Ala Glu Ser 



o5 70 75 



ao 



lu lie Val Arg Gly Tyr Lys Trp Ala Glu Tvr His Ala Asd lie 

35 90 95 

Tyr Asp Lys Val Ser Gly Asp Met Gin Lys Gin Glv Cys Asp Cys Glu 

100 105 ' 110 

Cys Leu Gly Gly Gly Arg He Ser His Gin Ser Gin Asp Lys Lys He 

115 120 125 

His Val Tyr Gly. Tyr Ser Met Ala Tyr Gly Pro Ala Gin His Ala He 
130 135 140 

ys Ala Lys Tyr Pro Asp Tyr Glu Val Thr Tr 



Ser Thr Glu Lys He 

1^5 150 ' * 155 



Ala Asn Asp Gly Tyr 

165 

<210> 110 
■<400> 110 
000 

<210> 111 
<211> 33 
<212> PRT 

<213> homo sapiens 
<400> 111 



■P 
ISO 



Pro Ser Ser Pro Ser Leu Pro Val Leu Arg Ala Gly Leu Arg Pro Phe 
1 5 10 ^ 15 

Cys Asp Val Leu Pro Gly Cys Gly Cvs Val Arg Phe Leu Cys Ser Cys 
20 25 30 

Leu 

<210> 112 
<211> 31 
<212> PRT 

<213> homo sapiens 
<400> 112 

Glu Thr Cys Ala Gly Ala Gly Arg Cys Ala Ala Asp Gly Gly Asn Gly 
1 5 10 ' 



15 



Ser Gly Ser Arg Val Pro Pro Ala Ser Arg Cys Cys Ala Leu Glv 
20 25 * 30 ' 



<210> 113 
<211> 6"^ 
<212> PRT 



37 

<213> homo sapiens 

<400> 113 

Lys Arg Ala Gin Ala Pro Ala Ala Ala Leu Gin Met Ala 01 u Met Asp 
^1 ' 5 10 15 ' 

Pro Val Ala Glu ?he Pro Gin Pro Pro Gly Ala Ala Arg Trp Ala Glu 
20 25 * " 30 

Ala Leu Leu Arg Cys Phe Thr Trp Leu Arg Leu Cys Gin lie Ser Met 
35 * 40 * 45 

Phe Leu Ser Leu Lys Cys Leu Asn Thr Arg Ser Ser His Leu Gly Ala 
50 * 55 60 

His Cys Arg 
65 ' 

<210> 114 
<211> 246 
<c212> PRT 

<213> homo sapiens 
<400> 114 

Gly Cys Val Ala Gly Ser Ala Gly Leu Ser Arg Lys Ser Pro Trp Thr 
1 ' 5 ^ 10 ^ 15 

Glu Val Glu Thr Glu Thr Phe Leu Gly Ser Pro Arg Tyr Ser Arg Arg 
20 25 30 

Val Arg Ser Cys Tyr Trp Leu Leu Gly Leu Met Ala Val Arg Ala Ser 
35 * 40 45 

Phe Glu Asn Asn Cys Glu lie Gly Cys Phe Ala Lys Leu Thr Asn Thr 
50 55 60 

Tyr Cys Leu Val Ala lie Gly Gly Ser Glu Asn Phe Tyr Ser Val Phe 
65 70 75 80 

Glu Gly Glu Leu Ser Asp Thr lie Pro Val Val His Ala Ser lie Ala 

85 90 95 

Gly Cys Arg lie lie Gly Arg Met Cys Val Gly Asn Arg His Gly Leu 
100 105 110 

Leu Val Pro Asn Asn Thr Thr Asp Gin Glu Leu Gin His lie Arg Asn 
115 120 'l25 

Ser Leu Pro Asp Thr Val Gin He Arg Arg Val Glu Glu Arg Leu Ser 
130 135 140 

Ala Leu Gly Asn Val Thr Thr Cys Asn Asp Tyr Val Ala Leu Val His 
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145 150 155 160 

Pro Asp Leu Asp Arg Glu Thr Glu Glu He Leu Ala Asp^ Val Leu Lvs 

165 170 175 

Val Glu Vai ?he Arg Gin Thr Val Ala Asp Gin Val Leu Val Giy 3er 
130 135 190 

Tyr Cys Val Phe Ser Asn Gin Gly Gly Leu Val His Pro Lys Thr Ser 
195 200 205 

lie Glu Asp Gin Asp Glu Cys Leu Ser Phe Gin Val Pro Cys Cys Gly 
210 215 220 

Asp Val Asn Glu Ala Leu Ser Asp Ser Trp Asp Val Tyr Asn Val Ser 
225 230 235 240 

Phe Val Pro Glu Th' Thr 

245 

<210> 115 
<400> 115 
000 

<210> 115 
<211> 72 
<212> PRT 

<213> homo sapiens 
<400> 116 

Met Gly Tyr Asn Leu Ser Pro Gin Phe Thr Gin Leu Leu Val Ser Arg 
15 10 15 

Tyr Cys Pro Arg Ser Ala Asn Pro Ala Met Gin Leu Asp Arg Phe lie 
20 25 30 

Gin Val Cys Thr Gin Leu Gin Val Leu Thr Glu Ala Phe Arg Glu Lys 
35 40 45 

Asp Thr Ala Val Gin Gly Asn He Arg Leu Ser Phe Glu Aso Phe Val 
50 55 60 

Thr Met Thr Ala Ser Arg Met Leu 
65 70 

<210> 117 
<211> 35 
<212> PRT 

<213> homo sapiens 
<400> 117 

Glu His Thr His Arg Cys Ser Asp Gin Leu Arg Leu Ala Thr Val Ser 
15 10 15 
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Asn Ser Vai Ala Ser . Lvs Arg Glu Vai Tvr Leu Cys Pro Ala lie Gly 
2 0 ' " -5 3 0 

His Leu Gl j' 

<210> 113 
<211> 40 
<212> ?RT 

<213> homo sapiens 
<400> 113 

Ala Thr Leu Trio Leu Ala Lys Glu Lys Phe lie Cys Ala Gin Pro Leu 
1^5 10 15 

Vai Thr Leu Gly Asp Ala Pro Asp Ser Arg Gin Met Leu Vai His Trp 
20 . 25 30 

Pro Ser Ser Ser Phe Leu Leu Lys 
35 40 

<210> 119 
<211> 33 
<212> PRT 

<213> homo sapiens 
<400> 119 

Gin Lys Arg Ser Leu Phe Vai Pro Ser His Trp Ser Pro Trp Vai Met 
15 10 15 

His Gin He Ala Gly Arg Cys Trp Phe He Gly Leu Arg Pro Leu Ser 
20 25 30 

Ser 

<210> 120 
<211> 161 
<212> PRT 

<213> homo sapiens 
<400> 120 

Leu Ser Ser Ser Arg Ser Phe He Ser Thr Ser Trp Gly Ala Phe Vai 
15 10 15 

Phe Phe Cys Leu Leu Ser Cys Gly Ser Leu Vai Leu Ala Gly Phe Glu 
20 25 30 

Gly Ala Ser Thr Ser Met Ala Vai Phe Ser Phe Trp Ala Ser Arg He 
35 40 45 

Cys Trp Arg Ser Phe Leu Arg Phe Phe Pro Asp Ser Vai Met Leu Ala 
50 55 60 

Arg Ala Leu Asp Ala Arg Phe Leu Arg Trp Cys Arg Vai He Ser Pro 
55 70 75 80 
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Trp 3er lie Thr Ala , Pro Thr Thr Arg Cys Leu Arg Arg Arg Ser Ara 

35 90 " 95 ' 

?he Asn. Thr Arg Arg Arg Leu Asn Ser ?he ?he Phe Ser Ser Vai Arg 
100 105 110 

Gly Arg Leu lie Phe Pro Pro Gly Ala Pro He Val Ala lie Pro Leu 
115 120 125 

Gin Phe Thr Val Arg Thr Ser Ala Gin Arg Arg He Arg Gly Leu Arg 
130 135 140 

Pro Gly Leu Pro Arg Ala Asn Arg Asn Ser Gly Ala Gly Pro Arg Ala 
145 * 150 155 160 

He 

<210> 121 
<211> 49 
<212> PRT 

<213> homo sapiens 
<400> 121 

Phe Phe Gin Ser Ala Arg Ala Leu Leu Gin Mac Glu Leu Thr Ala Arg 
15 10 15 

Glu Ala Leu Leu Gin Ser Phe Phe Cys Thr Phe Phe Pro Pro Lys Asp 
20 25 30 

lie Pro Leu Gly Glu Val Ser Arg Pro Leu Gly Arg Arg Lys Ser Gly 
35 40 45 



Glu 

<210> 122 
<211> 25 
<212> PRT 

<213> homo sapiens 
<400> 122 

Lys Gly Ala Leu Leu Leu Ser Lys Ser Ser Glu Thr Thr Thr Glu Ser 
15 10 15 

Glu Gly Trp Leu Gin Leu Arg He Phe 
20 25 

<210> 123 
<211> 25 
<212> PRT 

<213> homo sapiens 
<400> 123 

Trp Lys Arg Phe Ser Ser His Leu Gin Gly Pro Ser Phe Leu His Pro 
15 10 15 
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Gly Gly Leu Leu Ser 3er ?he Ala ^'ne 
20 

<210> 124 
<211> 160 
<212> ' PRT 

<213> homo sapiens 
<:400> 124 



Trp Leu Leu Gin Leu Lys Pro His Leu Leu Ala His His Pro Pro Lys 
15 10 15 

Gly Leu Pro His Arg Gly Ala Pro Leu Tyr Ser Pro Arg Thr Arg Pro 
20 25 30 

Arg Val Ala He Gly Pro Arg Lys Ala Gly Ala Glu Pro Ala Asn Pro 
35 40 45 

Ala Leu Ser Gly Ser Thr Asp Arg Glu Leu Glu Trp Asn Arg a,sD Tv- 
50 55 so 

Gly Ser Ser Gly Gly Lys Asp Gin Pro Ala Pro Asn Glv ^la Glu G^- 

70 75 ' io 

Glu Ala Val Gin Thr Pro Ala Gly Val Glu Ser Gly Ala Ala Ser Glu 

85 90 95 

Ala Pro Gly Gly Arg Gly Cys Asp Arg Pro Arg Ala Asd His Ala Ala 
100 105 ' 110 

Pro Pro Gin Glu Ala Gly Val Gin Cys Thr Cys Gin His Tyr Thr Val 
115 120 125 

Arg Glu Glu Ala Gin Lys Thr Pro Pro Ala Asp Pro Ala Cvs P^o Glu 
130 135 140 

Arg Glu Asp Ser His Gly Ser Gly Ser Pro Phe Lvs Ala Ser Gin Asd 

150 155 " isb 



<210> 125 

<400> 125 
000 

<210> 126 

<400> 126 
000 

<210> 127 

<400> 127 
000 



<210> 128 
<211> 78 
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<2i2> ?RT 

< 2 1 3 > homo 3 aniens 



<4C0> 123 

a Dh*a Dy-'-i '~'-.-c= n'^. i~i C>>-r-^ nU^ tT« /--'I., — . ... 

Val 



Phe ?he ?he Pro Cvs Gin Pro Phe lie Gly Ser Gly Thr His Glu 



5 10 



15 



Gin Leu Vai Pro Gly Thr Val His Ser Leu Lvs Gin Leu Lvs Gly Leu 
20 25 ' 30 

Ser Pro Asp Thr Asp Ala Thr Leu Ser Arg Met His Gly Pro Gly Leu 
35 40 45 

Thr Leu Ser Met Glu Glu Val Gly Ser Ala Arg Gly Gly Arg Met Val 
50 55 SO 

Ala Arg Asp Thr Glu Ser Leu Val Leu Glv Leu Tro Leu Ser 
65 70 ' 75 ^ 

<210> 129 
<211> 109 
<212> PRT 

<213> homo sapiens 
<400> 129 

Cys Ala Leu Leu Pro Pro Thr Pro Ser Arg Thr Glu Pro Ser Leu His 
^5 10 15 

Ser Thr Gly Asp Ser Gly Lys Gly Ala Glu Asp Arg Gin Glu Ala His 
20 25 30 

Arg Asp Arg Pro Thr Gly Ser Gin Ala Ala Pro Glu Glu Arg Asp He 
35 40 45 

Gin Thr Glu Glu Ser Leu Pro Ala Pro His Ser Phe Gin Asp Glu Lvs 
50 55 60 

Asn Leu Pro Pro Pro Pro Asp Thr Asp Ala Arg Glu Val Gly Glv Arq 
^5 70 75 80 

Ser Gly Lys Phe Pro Phe Pro Val Pro Pro Arg Thr Ser Glu Pro Ser 

85 90 95 

Met Leu Asn Phe Phe Phe He Lys He Thr Phe lie Leu 
100 105 

<210> 130 
<211> 102 
<212> PRT 

<213> homo sapiens 
<400> 130 



Ser Leu Pro Ala Asp Val Pro Cys Cys Pro Pro Pro His Pro Ala Gin 
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^ 5 ■ 10 15 

Asn Hi3 Pre Cys :ie Pro Gin Gly Thr Arc: Ala Ara Val Pro Lvs Il« 
20 25 ^ 30 ' ^ 

Asp Lys Arg His Thr Glu Thr Asp Gin Leu Ala Ala Ara Gin Pro Gin 
35 40 45 

Arg Arg Glu Thr Phe Arg Gin Arg Lys Val Ser Leu Pro Leu lie Pro 
50 55 60 

Ser Lys Met Arg Lys Thr Cys Arg His Pro Pro Thr Leu Met: Pro Gly 
^5 70 75 80 

Arg Trp Glu Glu Glu Val Gly Asn Phe Pro Ser Gin Tvr Pro Gin Glu 

35 90 * 95 

Arg Leu Ser Leu Gin Cys 

100 

<210> 131 
<211> 31 
<212> PRT 

<2 13 > homo sapiens 
<400> 131 

Leu Cys Gin Leu Met Cys Pro Val Ala Pro His Pro lie Pro His Arg 
15 10 15 

Thr He Pro Ala Phe His Arg Gly Leu Gly Gin Gly Cvs Arg Arg 
20 25 " 30 

<210> 132 
<211> 166 
<212> PRT 
<213> homo sapiens 

<400> 132 

Gly Phe Arg Pro Ala Arg Cys Asp Pro Val Pro Leu Pro Thr Thr Arg 
15 10 15 

Ser Val Ala Gly Leu Pro Val Gly Arg Val Arg Gin Leu Ser Arg Pro 
20 25 30 

Leu Leu Gly Pro Asp Thr Gly Ser Val Ala Asn He Phe Lys Gly Leu 
35 40 45 

Val He Leu Pro Glu Met Ser Leu Val lie Arg Asn Leu Gin Ara Val 
50 55 60 

He Pro He Arg Arg Ala Pro Leu Arg Ser Lvs He Glu He Val Arg 
^5 70 75 80 



Arg He 



Leu 



Gly 



Val Gin Lys Phe Asp Leu Gly lie lie Cys Val Asp 
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35 90 95 

Asn Lvs Asn lie Gin His lie Asn Arg lie Tyr Arg Asp~ Arg Asa Vai 
100 105 110 

Pro Thr Asc Vai Leu Ser Phe Pro Phe His Giu His Leu Lys Ala Gly 
115 120 125 

Glu Phe Pro Gin Pro Asp Phe Pro Asp Asp Tyr Asn Leu Gly Asp lie 
130 135 140 

Phe Leu Gly Vai Glu Tyr He Phe His Gin Cys Arg Glu Asp Glu Asp 
145 150 155 loO 

Tyr Asn Asp Vai Leu Thr 

165 

<210> 133 
<211> 244 
<212> PRT 

<213> homo sapiens 
<400> 133 

Phe Asp Pro Lys Leu Leu Glu Gly Lys Vai Lys Glu Asp Pro Asp Gin 
1 ■ 5 10 15 

Gly Glu Ser Met Lys Pro Leu Thr Phe Ala Arg Phe Tyr Leu Pro lie 
20 25 30 

Leu Vai Pro Ser Ala Lys Lys Ala He Tyr Met Asp Asp Asp Vai lie 
35 40 45 

Vai Gin Gly Asp lie Leu Ala Leu Tyr Asn Thr Ala Leu Lys Pro Gly 
50 55 60 

His Ala Ala Ala Phe Ser Glu Asp Cys Asp Ser Ala Ser Thr Lys Vai 
65 70 75 80 

Vai He Arg Gly Ala Gly Asn Gin Tyr Asn Tyr He Gly Tyr Leu Asp 

85 90 95 

Tyr Lys Lys Glu Arg He Arg Lys Leu Ser Met Lys Ala Ser Thr Cys 
100 105 110 

Ser Phe Asn Pro Gly Vai Phe Vai Ala Asn Leu Thr Glu Trp Lys Arg 
115 120 125 

Gin Asn He Thr Asn Gin Leu Glu Lys Trp Met Lys Leu Asn Vai Glu 
130 135 140 



Glu Gly Leu Tyr Ser Arg Thr Leu Ala Gly Ser He Thr Thr Pro Pro 
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145 .150 155 160 

Leu Leu lie Vai ?he Tyr Gin Gin His Ser Thr lie Asp Pro Mqtl Trp 

lo5 * 1"0 175 

Asn Vai Arg His Leu Gly Ser Ser Ala Gly Lys Arg Tyr Ser Pro Gin 
130 135 190 

Phe Vai Lys Ala Ala Lys Leu Leu His Trp Asn Gly His Leu Lys Pro 
195 200 205 

Trp Gly Arg Thr Ala Ser Tyr Thr Asp Vai Trp Glu Lys Trp Tyr lie 
210 " 215 220 

Pro Asp Pro Thr Gly Lys Phe Asn Leu lie Arg Arg Tyr Thr Glu lie 
225 " ^ 230 235 240 

Ser Asn He Lys 

<210> 134 
<211> 63 
<212> PRT 

<213> homo sapiens 

<400> 134 

Pro Ser Phe He He His Ser Asn Pro He Trp Leu Gly Ala Leu Leu 
15 10 15 

Trp Vai Ser His Cys Pro Ser Ser He Leu Gly Ser Leu Arg Pro Arg 
20 * 25 30 

Gly Gly Lys He Gin Leu Arg Vai Gly Gly Ser Glu Pro Cys Arg He 
35 40 45 

Met Lys Ala Thr Cys Phe Gly Asn Asp Leu Pro Leu Pro Vai Vai 
50 55 " 60 

<210> 135 
<211> 69 
<212> PRT 

<213> homo sapiens 
<400> 135 

Asp Tyr Leu Arg Leu Ser Ser Gly Phe Cys Gin Asn Thr Pro Leu Thr 
15 10 15 

Glu Ser Thr Glu Gly Met Gly Vai Gly Gly Leu Gly Arg Vai Arg Leu 
20 25 30 

Glu Cys Glu Gly Ser Leu He Tyr Ala Glu Leu Lys Ser Pro Ser Leu 
35 ' 40 45 

Tyr Vai His Thr Phe Vai Leu Phe Ser Arg Leu He Leu Ala He Pro 
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50 55 50 



Asn Pro Leu Pro Arg 



<210> 136 
<211> 47 
<212> ?RT 

<213> homo sapiens 
<400> 136 

Gin Pro Phe Arg Tyr Phe Asn Thr Pro Leu Ser lie Leu His Phe Pro 
15 10 15 

His Leu Ser Lys Leu Asn Leu Val His Arg Val Gly Leu Cys Met Cys 
20 25 " 30 ' 

Met Gin Glu Val Gly Val Asp Ser Ala Leu Gly Trp Asn Pro Pro 
35 40 ' ' 45 

<210> 137 
<211> 33 
<212> PRT 

<213> homo sapiens 
<400> 137 

Val Pro Pro Cys Pro Gin Leu Arg Glu Leu Cys Pro Gly Val Asn Asn 
1 5 10 * 15 

Gin Pro Tyr Leu Cys Glu Ser Gly His Cys Cys Gly Glu Thr Gly Cys 
20 25 * 30 

Cys Thr Tyr Tyr Tyr Glu Leu Trp Trp Phe Trp Leu Leu Trp Thr Val 
35 40 45 

Leu He Leu Phe Ser Cys Cys Cys Ala Phe Arg His Arg Arg Ala Lys 
50 55 60 

Leu Arg Leu Gin Gin Gin Gin Arg His Val Glu He Asn Leu Leu Ala 
65 70 75 80 

Tyr His Gly 

<210> 138 
<400> 138 
000 

<210> 139 
<211> 38 
<212> PRT 

<213> homo sapiens 
<400> 139 



Trp Lys Ser Trp Gin Leu His Arg Met Leu Leu Thr Arg Thr Glu Phe 
15 10 15 
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Trp Tyr Leu 3er Thr ' Glu Val Ser Thr Met: Phe Thr Cvs Lvs Ara Leu 
-0 25 * ^ 30 ^ 

Arg Lys Lys Pro Leu Lys Trp Thr Gly lie Gin Ser Ser Phe Ser Val 
35 40 45 

Thr His Gin Ser Asp Lys Arg Leu Val Thr Thr Leu Pro Glv Leu Phe 
50 55 50 

Ser Phe Tyr Asn Ser Ser Ser lie His Asn Asp Phe Val Leu Cys Ser 
65 70 75 30 

lie Phe Phe Asn Pro Leu Ser He 

35 

<210> 140 
<211> 21 
<212> PRT 

<213> homo sapiens 
<400> 140 

Cys Tyr Met His Phe Leu Thr Phe Val Lys Asn Val Thr He Val Lvs 
1 5 10 15 

Lys Cys Thr Lys Met: 
20 

<210> 141 

<211> 53 

<212> PRT ■ 

<213> homo sapiens 

<400> 141 

Met Glu He Glu Gin Val His Phe Pro Ala Tyr Arg Gin Leu Tyr Thr 
15 10 15 

Asp Leu Asn He Phe Ser Ser Cys Leu Val Lys Val Lys Glu Lys Gly 
20 25 30 

Phe Phe Leu Pro Gin Asp He Thr Phe Phe Tyr He Thr Ser He Thr 
35 40 ^ 45 

His His Cys Phe Trp Trp Lys Ser Ala Glu 
50 55 

<210> 142 
<211> 21 
<212> PRT 

<213> homo sapiens 
<400> 142 

Asn Ser Phe Leu Thr Gin Met Met Val Leu Gin Asn Asn Lys Met Ala 
15 10 15 

Glu His Phe His Lys 
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20 

< 2 1 0 > 14 3 
<211> 4 4 
<212> ?RT 

<213> homo sapiens 
<400> 143 

Ser Val Thr Lys Ser Gly Phe Leu lie Pro Cys His Leu Gly Asp Phe 
1 5 10 ^ ^15 

lie Leu Leu Cys Cys Phe Lys lie Gin Cys Arg Glu Val Val Asc Cys 
20 25 30 

Arg Gly Asn Lys Val Asn Ser Asn Phe Glu Lys Lys 
3 5 40 

<210> 144 
<211> 67 
<212> PRT 

<213> homo sapiens 
<400> 144 

Asn Pro Pro Asn Asp Lys Val Ser Glu lie Gin Thr Ser Leu His Ser 
15 10 15 

lie Cys Glu Asn Val Gin Pro Phe Tyr Cys Ser Val Lys Glu Pro Ser 
20 25 30 

Ser Gly Ser Lys Mec Asn Ser He Asn Gin Arg He Phe Tyr Thr Leu 
35 40 45 

Glu Lys Lys He Ser Ser Asn He Leu Thr Glu Tyr Cys Lys Leu His 
50 55 60 

Phe Ser Ser 
65 

<210> 145 
<211> 65 
<212> PRT 

<213> homo sapiens 
<400> 145 

Lys Val His Thr lie Leu His Phe Ser Thr Lys Ser Ser Gly Val Leu 
1 5 10 ^ 15 

Cys Leu Leu Tyr Lys Lys Lys Leu Tyr Pro Val Ala Gly Lys Thr Leu 
20 25 30 

Ser Leu Ser Leu Leu Leu Asn Asn Trp Arg Lvs Cys Ser Ser Leu Tyr 
35 40 ' 45 

Lys Val Ala Tyr Lys Leu Glu Ser Glu Leu Val Gin Ser Pro Phe Thr 
50 55 60 
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?he 
5 5 

<210> 146 

<2ll> 55 

<212> ?RT 

<213> homo sapiens 

<400> 146 

Lys lie Trp 3er Arg Glu Gin Asn His Cys Glu Trp Met: Asn Cvs Cys 

1 5 10 ' is 

Lys Met Lys Lys Val Gin Ala Lys Leu Leu Gin Val Phe Cys His Phe 
20 25 30 

Asp Glu Ser Gin Lys Met Asn Phe Gly Tyr Leu Ser Thr Leu Arg Val 
35 • ^ 40 * * 45 

Phe Ser , Leu lie Phe Cys Met 
50 ^ 55 

<210> 147 
<211> 113 
<212> PRT 

<213> homo sapiens 
<400> 147 

lie Pro Glu Asp Pro His lie Asp Glu Ser Lys Ala Lys His Gin Ala 
1 5 10 * 15 

lie lie Met Ser Thr Ser Leu Arg Val Ser Pro Ser lie His Gly Tyr 
20 25 30 

His Phe Asp Thr Ala Ser Arg Lys Lys Ala Val Gly Asn lie Phe Glu 
35 40 45 

Asn Thr Asp Gin Glu Ser Leu Glu Arg Leu Phe Arg Asn Ser Gly Asp 
50 55 60 

Lys Lys Ala Glu Glu Arg Ala Lys lie lie Phe Ala lie Asp Gin Asp 
65 70 75 80 

Val Glu Glu Lys Thr Arg Ala Leu Met Ala Leu Lys Lys Arg Thr Lys 

85 90 95 

Asp Lys Leu Phe Gin Phe Leu Lys Leu Arg Lys Tyr Ser lie Lys Val 
100 105 110 

His 

<210> 148 
<211> 88 
<212> PRT 

<213> homo sapiens 



50 



<4C0> 143 

Mec Gin His ?he Ala Ala Thr Leu Gla Ala Ser Leu Leu Ser Gly Leu 
1 5 10 15 

Gin Arg Leu Glu Arg Asp Arg Asp Trp Lys Gly Thr Arg Thr Glu Gin 
2 0 ' ' 2 5 3 0 

Thr Gly Tyr Lys Asp Ser Lys Gin Phe His Ala Leu Cys Cys Tyr Arg 
35 * " 40 45 

Gly Glu Gin Asn Ala Phe Ser Lys Asp Leu Lys Thr Leu Pro Ser Leu 
50 55 60 

Gin Glu Arg lie Asp Ala Asp Arg Arg Ala Trp Thr Asp Val Met Arg 
65 70 75 30 

Thr Lvs Glu Asn Asp Gly Trp Arg 

35 

<210> 149 
<211> 134 
<212> PRT 

<213> homo sapiens 
<400> 149 

Val Val Glu Gly Pro Asp Cys Gly His His Gly Asp Ala Gly Ala Glu 
15 10 15 

Val Pro Arg Cys Leu Trp Pro Arg Ser Gly lie Cys Gly Arg Glu Cys 
20 25 30 

Gly Leu Gly Asp Arg Trp Phe Leu Arg Val Glu Asp Arg Gin Asp Leu 
35 40 45 

Asn Arg Gin Arg lie Gin Arg Tyr Ala Gin Ala Phe His Thr Arg Gly 
50 55 60 

Ser Glu Asp Leu Asp Lys Asp Ser Val Glu Lys Leu Glu Leu Gly Cys 
65 70 75 80 

Pro Phe Ser Pro His Leu Ser Leu Pro Met Pro Ser Val Ser Arg Ser 

85 90 95 

Thr Ser Arg Ser Ser Ala Asn Trp Glu Arg Leu Arg Gin Gly Thr Leu 
100 105 110 

Arg Arg Asp Leu Arg Gly lie lie Asn Arg Gly Leu Glu Asp Gly Glu 
115 ' 120 125 

Ser Trp Glu Tyr Gin lie 
130 
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<210> 150 
<400> 150 
000 

<210> 151 
<400>' 151 
000 

<210> 152 
<211> 99 
<212> PRT 

<213> homo sapiens 
<400> 152 

Mec Lys Val Ser Ala Ala Leu Leu Cys Leu Leu Leu lie Ala Ala Thr 
1 5 10 

Phe lie Pro Gin Glv Leu AZa Gin Pro Asp Ala He Asn Ala Pro Val 
20 ' 25 30 . 

Thr Cvs Cys Tvr Asn Phe Thr Asn Arg Lys He Ser Val Gin Arg Leu 
35 ' 40 45 

Ala Ser Tyr Arg Arg lie Thr Ser Ser Lys Cys Pro Lys Glu Ala Val 
50 55 50 

He Phe Lys Thr He Val Ala Lys Glu He Cys Ala Asp Pro Lys Gin 
65 70 75 80 

Lys Trp Val Gin Asp Ser Met Asp His Leu Asp Lys Gin Thr Gin Thr 
^ 90 95 



35 



Pro Lys Thr 

<210> 153 
<40a> 153 
000 

<210> 154 
<211> 52 
<212> PRT 

<213> homo sapiens 
<400> 154 

Val Phe Phe Phe Thr Ala Glu Asn Trp Trp Tyr Phe His He His Ser 
1 5 10 15 

Val Ser He Gin Phe Gin Tyr Pro His Leu Met Arg Lys Lys Cys Phe 
20 25 30 

Thr Asn Glu Gly Gly He Leu Lys Leu Ala Val Met Leu Gly Trp Arg 
35 40 45 



Lys Phe Gly He 
50 



<210> 155 
<211> 25 
<212> ?RT 

<213> homo sapiens 
<400> 155 

?he ?he Phe Leu Leu Gin Lys lie Gly Gly lie Phe Thr Phe lie Val 
15 10 15 

Phe Leu Ser Asn Phe Ser Thr His lie 
20 25 

<210> 156 
<211> 40 
<212> PRT 

<213> homo sapiens 
<400> 156 

lie Ser Cys Asn Val Arg Leu Glu Lys lie Trp Tyr Leu Gly Tyr Phe 
1 5 10 * ' 15 

Gin Gly Thr lie Lys Ser Asp Phe Cys Phe Phe Val Lys Lys Asn Phe 
20 25 30 

Phe Asn Gin Tyr Cys Phe Ty r Ly s 
35 ^ '40 

<210> 157 
<211> 66 
<212> PRT 

<213> homo sapiens 
<4C0> 157 

Asn Ala Asn Tyr Cys lie His His Lys Leu Lys Lys Arg Thr Cys lie 
15 10 15 

Arg Arg Leu Lys Thr Arg Lys Lys lie Gin His Pro Asn Met Tyr Ser 
20 25 30 

Gin Glu Gly Asn Gin Phe Cys Asn Arg Thr Gly lie Met Asn Tyr Lys 
35 40 45 

Gin Glu Gly Val Glu Lys Glu Glu Lys Lys Met Cys lie Glu Phe Lys 
50 55 60 

Thr Leu 
65 

<210> 158 
<211> 23 
<212> PRT 

<213> homo sapiens 
<400> 158 

Pro Cys Cys Glu Val Leu Ala Gly Val Gly Asn Val Trp Lys Cys Ser 
15 10 15 



53 



Gin Gin Val Cys Trp Gly Vai 
20 

<210> 159 
<211> 57 
<212> PRT 

<213> hcmo sapiens 
<400> 159 

Pro Ala Val Lys Ser Trp Gin Val Leu Val Met Cys Gly Asn Ala Val 
1^5 10 15 

Ser Lys Phe Ala Gly Glu Phe Asp Lys Ser lie Lys Gin Asn Lys Lys 
20 25 30 

Ser Leu Gly lie lie Leu Phe His Asp Phe Phe Cys Ser Phe Thr Pro 
35 " _ 40 45 

Glu Gly Arg Asn Gly Leu Gin Gin Val Val Glu Glu Glu Gly Gly Glu 
50 '55 60 

Gin Val Tyr 
65 

<210> 160 
<211> 108 
<212> PRT 

<213 > homo sapiens 
<400> 160 

Glu Gly Glu Pro Ala Cys Ser Gly He Gin Ala Arg Arg Val Thr Pro 
15 10 15 

Cys Pro Ser Pro Arg Asp Ala Ser Pro Ala Pro Ala Ser Glu Thr Ser 
20 25 30 

Leu Ser Val Pro Ala Thr Leu Val Gly Gly Ser Asp Leu He His Phe 
35 40 45 

Gin Val Gly Ser Gly Pro Thr Pro Gly Pro Ala Glu Asp Arg Ala Ala 

50 55 60 

Arg Pro Ser Trp Leu Thr Leu Gin Leu Ala Leu Gly Trp Gly Gly Arg 
65 70 75 80 

Glu Leu Met Ser Val Ala Ser Leu Ser Trp Gly Phe Pro Ala Cys Pro 

85 90 95 

Val Val Ser Cys Pro Arg Cys Tyr Arg Gly Cys Ala 
100 105 



<210> 
<211> 
<212> 



161 

20 

PRT 



54 

<213> homo sapiens 
< 4 0 0 > 161 

Phe Cys Ser Thr Thr Ser Ser Val Ala Leu His Gin Lvs Glu Glv Met 
- 5 10 * 15 

Gly Tyr Ser Arg 
20 

<210> 162 
<211> 51 
<212> PRT 

<213> homo sapiens 
<400> 152 

He Pro Gly Leu Lys Tyr Phe Val Gly He Ala Tyr Tvr lis He Leu 
1 .5 10 ^ 15 

Ala Asp Glu Pro Gin Asp Asn Gly Tyr Arg His Thr His Thr Tyr Thr 
20 25 30 

His Thr Lys Ser Gin Leu Leu Lys Ser Gly Leu Glv He Arg Leu Leu 
35 40 * 45 

Cys Pro Val Lys Asn Ser Cvs Thr Glu Val He Val Thr 
50 55 50 

<210> 163 

<211> 22 

<212> PRT 

<213> homo sapiens 

<400> 153 

Leu Met Asn Leu Arg Thr Thr Ala Thr Asp Thr His He His Thr Arg 
1 5 lb 15 

Thr Gin Asn Leu Ser Cys 
20 

<210> 164 
<211> 37 
<212> PRT 

<213> homo sapiens 
<400> 164 

Thr Ser Gly Gin Arg Leu Gin Thr His Thr Tyr He His Ala His Lys 
1 5 10 15 

He Ser Ala Val Glu Glu Trp Ala Trp Asn Gin Thr Ser Val Ser Ser- 
20 25 30 

Lys Lys Leu Leu His 

35 

<210> 155 
<211> 72 
<212> PRT 

<213> homo sapiens 



55 

<400> 165 



rhr vai Pro Phe Ser Val 3er Ala Ser Glv Phe His Leur lie Phe ^he 

5 10 15 " * 



Ala Leu Pro 11= 



20 



Leu Phe Gin Pro Val Ala Lys Asn His Glu Thr Arg 



30 



Gin Trp Lys His Arg His Arg Arg Arg Gly Pro Ser Cys Ala Leu Lys 
35 40 45 

Ala Gly Lys Thr Ala Ser Gly Ala Gly Glu Val Val Arg Cys Leu Ser 
50 55 60 

Glu Gin Ser Val Ala lie Ser Arg 
65 70 

<210> 166 
<400> 166 
000 

<210> 167 
<400> 167 
000 

<210> 163 
<211> 25 
<212> PRT 

<213> homo sapiens 
<400> 163 

Leu He Ser Thr Ser Glu Glu Val Leu Thr Phe Ser Met Leu His Arg 
^5 10 15 

Asn Trp Tyr Asn Met Pro Ser Val Tyr 
20 25 

<210> 169 

<211> 20 

<212> PRT 

<213> homo sapiens 

<400> 169 

Leu Lys Leu Leu Ala Trp Ser Tyr Leu His Ser Phe Cys Val Leu Phe 
^5 10 15 

Ala Ser Cys He 
20 

<210> 170 

<211> 32 

<212> PRT 

<213> homo sapiens 

<400> 170 



Leu Leu Ala Cys 
1 



Cys Thr Glu Thr Gly He Thr Cys Leu Gin Tyr Thr 
5 10 15 



56 

Asn Thr His Met Leu 3er Phe Vai Leu Phe Trp Gin Leu Thr Arg Ser 
20 25 ^ 30 

<210> 171 
<211>- 50 
<212> PRT 

<213> homo sapiens 
<400> 171 

lie Ala Leu Ser Cys Cys Phe Asn Val Val His Thr lie Ala Ser Gin 
15 10 15 

Thr Cys Tyr Ser Ser Val He Cys Ser Val Val Thr Lys Val Thr Gly 
20 25 30 

Leu Val Leu Phe Ala Gin Phe Leu Arg Leu Val Cys Phe Leu His Leu 
35 40 45 

He Asn 
50 

<210> 172 
<211> 51 
<212> PRT 

<213> homo sapiens 
<400> 172 

Glu His Tyr Thr He Gly Phe Gin Tyr Cys Thr His Lys He His Thr 
15 10 15 

Cys Val Gin Lys Val Ser Ser Ser Arg Leu Val He Pro Phe Thr Trp 
20 25 30 

Lys He Asn Glu Gly Asn Leu Tyr He Leu Tyr Lys Asn Lys- Ser Lvs 
35 40 45 

Phe He Tyr 
50 

<210> 173 
<211> 239 
<212> PRT 

<213> homo sapiens 
<400> 173 

Leu Phe He His Phe Arg Asn Asn Thr Asn Asn Trp Arg Glu He Pro 
15 10 15 

Glu Asn Leu Met Asp Gin Tyr Ser Glu Val Asn Ala He Ser Thr Ala 
20 25 30 

Cys Ser Asn Gly Val Pro Glu Cys Glu Glu Met Val Ser Gly Leu Phe 
35 40 45 



57 

Lys Gin Trp Mec Glu Asn Pro Asn Asn Asn Pro He His Pro Asn Leu 
50 55 ' 60 

Arg Ser Thr Val Tyr Cys Asn Ala He Ala Gin Gly Gly Glu Glu Glu 
65 70 75 80 

Trp Asp Phe Ala Trp Glu Gin Phe Arg Asn Ala Thr Leu Val Asn Glu 

35 90 95 

Ala Asp Lys Leu Arg Ala Ala Leu Ala Cys Ser Lys Glu Leu Trp lie 
100 105 110 

Leu Asn Arg Tyr Leu Ser Tyr Thr Leu Asn Pro Asp Leu lie Arg Lys 
115 120 125 

Gin Asp Ala Thr Ser Thr lie He Ser He Thr Asn Asn Val He Gly 
130 135 140 

Gin Gly Leu Val Tirp Asp Phe Val Gin Ser Asn Trp Lys Lys Leu Phe 
145 150 155 ^ 160 

Asn Asp Tyr Gly Gly Gly Ser Phe Ser Phe Ser Asn Leu He Gin Ala 

165 170 175 

Val Thr Arg Arg Phe Ser Thr Glu Tyr Glu Leu Gin Gin Leu Glu Gin 
180 185 190 

Phe Lys Lys Asp Asn Glu Glu Thr Gly Phe Gly Ser Gly Thr Arg Ala 
195 200 205 

Leu Glu Gin Ala Leu Glu Lys Thr Lys Ala Asn He Lys Trp Val Lys 
210 215 220 

Glu Asn Lys Glu Val Val Leu Gin Trp Phe Thr Glu Asn Ser Lys 
225 230 235 

<21.0> 174 
<400> 174 
000 

<210> 175 
<400> 175 
000 

<210> 176 
<400> 176 
000 

<210> 177 
<400> 177 
000 



<210> 178 
<400> 178 



53 
000 

<210> 179 
<400> 179 
000 

<210> 130 
<400> 130 
000 

<210> 131 
<400> 131 
000 

<210> 182 
<400> 182 
000 

<210> 183 
<211> 109 
<212> PRT 

<213> home sapiens 
<400> 183 

Tyr Ala Asn Gin Ser Ser Ser Leu Arg Phe Lys lie Lys Tvr Lvs Leu 
15 10 * 15 

Leu Cys Phe Ser Thr His Ser Gly Ser lie Val Pro Glu Pro Aso Cys 
20 25 30 

Tyr Phe Phe lie Leu Asn lie lie Phe Pro His Leu lie Cys Leu Pro 
35 40 45 

Leu lie His Arg His Leu Glu Lys Glu Met Gly Gly Cys Leu Leu Ser 
50 55 60 

Leu Ser Leu Cys Phe Val Pro Val Val Arg Leu Ala Ala Ser Val Ala 
65 70 75 80 

Arg Trp Ala Trp Leu Glu Pro Trp Val Arg Gin Val Ala Gly Glv Asp 

85 90 95 

Arg Glu Arg Leu Arg Gly Lys Trp Trp His Leu Leu Leu 
100 105 

<210> 184 
<211> 33 
<212> PRT 

<213> homo sapiens 
<400> 134 

Ser Leu Phe Leu Ser Ser Thr Gly Val Ser Ala Pro Leu Gin Gly Gin 
15 10 15 

Ser Lys Ser Leu His Pro Glu Pro Pro Pro lie Pro Val His Phe Ser 
20 25 30 




5 

Arg 

<210> 135 

<211> 46 

<212> PRT 

<213> homo sapiens 

<400> 135 

His Ser ?he 3er Ala Arg Leu Glu 



Val Ser Pro Cys Thr Leu Asn His 
20 



Asp Asn Asp Glv Gly Glv Gly Val 
35 ' 40 

<210> 186 • • 

<211> 105 

<212> PRT 

<2 13 > homo sapiens 

<400> 186 

Val Glu Gly Thr Cys Ser Asp Gly 



Gly Cys Ala Val His Arg Pro His 
20 




Phe Leu His Leu Cys Arg Gly Lys 

10 15 

Pro Pro Phe Leu Phe lie Ser Ala 

25 30 



Ser He Val Leu Arg Val 

45 



Val Phe Ser Gly Phe Leu Ala Pro 

10 15 

Arg Pro Trp Pro Gin His Pro Gin 
25 30 



Gin Gly Gin Trp Lys Cys Gin Ser Ser Lys Cys His His Phe Pro Leu 

40 45 

Ser Leu Ser Leu Ser Pro Pro Ala Thr Cys Leu Thr His Gly Ser Asn 

55 go 

Gin Ala His Arg Ala Thr Asp Ala Ala Ser Leu Thr Thr Gly Thr Lys 



Gin Arg Glu Arg Asp Asn Arg His Pro Pro He Ser Phe Ser Lys Cys 

85 90 95 



Leu Trp Met Arg Gly Arg Gin He Arg 
100 105 

<210> 187 

<211> 73 

<212> PRT 

<213> homo sapiens 

<400> 187 



Leu Leu Leu Ala 
15 

He Pro Ser Arg 
30 



Arg Gly His Ala Val Thr Glu Tyr Leu Val Gly Ser 

^ 5 '10 

Val Gin Phe Thr Gly Pro Thr Glv Leu Gly Pro Ser 
20 25 



60 

Asp Ser Gly Ser Val Arg Ala Vai Asn Ala Thr Thr Ser Leu Ser Ala 
35 40 45 

Ser Pro Cys Pro Arg Gin Pro Pro Ala Ser Pro Thr Ala Leu Thr Lys 
50 55 60 

Pro Thr Glu Gin Leu Thr Leu Pro Val 
65 70 

<210> 188 

<211> 28 

<212> PRT 

<213> homo sapiens 

<400> 188 

Mec Phe Phe lie Phe Phe Met Leu Ser lie Gin Ala Leu Phe His Gly 
15 10 15 

Gin Gin Val lie Phe His Asn Val Asp Phe Pro Lys 
20 25 

<210> 189 

<211> 65 

<212> PRT 

<2 13 > homo sapiens 

<400> 189 

Leu Leu Asn Thr Ala lie Leu Trp Leu Leu Leu Val Phe Leu Trp Tyr 
15 10 15 

Val Val Trp Glu Cys Leu Trp Asn Tyr Gin Tyr Leu Lys Phe Ser Lys 
20 25 30 

Glu Pro Trp Lys Ser lie Thr Leu Asn Glu Ser Leu Ser Leu Tyr Met 
35 ' 40 45 

Asn Tyr Val Leu Lys Phe Asp Gin Leu Ser Leu Arg His Lys Thr Val 
50 55 60 

He 
65 

<210> 190 
<211> 30 
<212> PRT 

<2 13 > homo sapiens 
<400> 190 

Cys Phe Ser Phe Phe Ser Cys Tyr Leu Ser Lys His Cys Ser Met Val 

15 10 15 

Ser Lys Ser Tyr Phe lie Met Trp lie Phe Gin Asn Asn Tyr 
20 " 25 30 



<210> 191 
<211> 41 



61 

<212> ?RT 

<213> homo sapiens 
<400> 191 

?he ?he Phe ?he Val Thr Asn Val Phe Tyr Leu Phe lie Asn Lys Lys 
1 5 10 15 ■ 

Cys lie Val Gin Ala Leu Tyr Pro Asn Pro Ser Thr Gin Lys Lys lie 
20 25 30 

Asn Asn Arg Pro Trp Met Ala Gin Thr 
35 40 

<210> 192 
<211> 29 
<212> PRT 

<213> homo sapiens . , 

<400> 192 

Tyr Lys Pro Phe lie Pro lie Gin Val Leu Arg Lys Arg Leu Thr Thr 
1 5 10 ^ 15 

Asp Pro Gly Trp His Arg His Asn Leu Phe Gly Val lis 
20 25 

<210> 193 

<211> 33 

<212> PRT 

<213> homo sapiens 

<400> 193 

Ser Ser His Met Val Thr Asn Thr Tyr Asp Phe Ser Phe Arg Asn He 
15 10 15 

He Arg Arg Leu Asn Leu Leu Leu Gin Gin Gin Lys Phe Asn Pro Leu 
20 25 30 

Asn 

<210> 194 
<211> 153 
<212> PRT 
<213> homo sapiens 

<400> 194 

Thr Pro Leu Arg Lys Glu Val Leu Lys Ser Lys Met Gly Lys Ser Glu 
15 10 15 

Lys He Ala Leu Pro His Gly Gin Leu Val His Gly He His Leu Tyr 
20 25 30 

Glu Gin Pro Lys He Asn Arg Gin Lys Ser Lys Tyr Asn Leu Pro Leu 
35 40 45 

Thr Lys He Thr Ser Ala Lys Arg Asn Glu Asn Asn Phe Trp Gin Asp 
50 55 60 



52 

3er Val 3er Ser Asp Arg lie Gin Lys Gin Glu Lys Lys Pro Phe Lvs 
SS 70 ' 75 * ^ 30 

Asn Thr Glu Asn lie Lys Asn Ser His Leu Lys Lys Ser Ala Phe Leu 

35 90 ' 95 

Thr Glu Val Ser Gin Lys Glu Asn Tyr Ala Gly Ala Lys Phe Ser Asp 

100 105 110 

Pro Pro Ser Pro Ser Val Leu Pro Lys Pro Pro Ser His Trp Met Gly 
115 120 125 

Ser Thr Val Glu Asn Ser Asn Gin Asn Arg Glu Leu Mec Ala Val His 
130 135 140 

Leu Lys Thr Leu Leu Lys Val Gin Thr 
145 150 

<210> 195 
<211> 304 
<212> PRT 

<213> homo sapiens 
<400> 195 

Ser Leu Tyr Tyr Tyr Gly lie Arg Asp Leu Ala Thr Val Phe Phe Tyr 
15 10 15 

Men Leu Val Ala lie lie lie His Ala Val He Gin Glu Tyr Met Leu 
20 25 30 

Asp Lys He Asn Arg Arg Met His Phe Ser Lys Thr Lys His Ser Lys 
35 40 45 

Phe Asn Glu Ser Gly Gin Leu Ser Ala Phe Tyr Leu Phe Ala Cys Val 
50 55 60 

Trp Gly Thr Phe He Leu He Ser Glu Asn Tyr He Ser Asp Pro Thr 
65 70 75 80 

He Leu Trp Arg Ala Tyr Pro His Asn Leu Met Thr Phe Gin Met Lys 

85 90 95 

Phe Phe Tyr He Ser Gin Leu Ala Tyr Trp Leu His Ala Phe Pro Glu 

100 105 , 110 

Leu Tyr Phe Gin Lys Thr Lys Lys Glu Asp He Pro Arg Gin Leu Val 
115 120 125 

Tyr He Gly Leu Tyr Leu Phe His He Ala Gly Ala Tyr Leu Leu Asn 
130 135 140 



63 

Leu Asn His Leu Gly Leu Vai Leu Leu Vai Leu His Tyr Phe Vai G'u 

1-^5 150 155 - lio 

Phe Leu Phe His He Ser Arg Leu Phe Tyr Phe Ser Asn Giu Lys Tyr 

155 170 175 

Gin Lys Giy Phe Ser Leu Trp Ala Vai Leu Phe Vai Leu Gly Arg Leu 

130 135 190 

Leu Thr Leu lie Leu Ser Vai Leu Thr Vai Gly Phe Gly Leu Ala Arg 

195 200 ' 205 

Ala Glu Asn Gin Lys Leu Asp Phe Ser Thr Gly Asn Phe Asn Vai Leu 

210 215 * 220 

Ala Vai Arg He Ala Vai Leu Ala Ser He Cys Vai Thr Gin Ala Phe 

225 230 235 240 

Met Met Trp Lys Phe He Asn Phe Gin Leu Arg Arg Trp Arg Glu His 

245 250 255 

Ser Ala Phe Gin Ala Pro Ala Vai Lys Lys Lys ^ Pro Thr Vai Thr Lys 

260 265 * 270 

Gly Arg Ser Ser Lys Lys Gly Thr Glu Asn Gly Vai Asn Gly Thr Leu 

275 280 285 

Thr Ser Asn Vai Ala Asp Ser Pro Arg Asn Lys Lys Glu Lys Ser Ser 

290 295 300 



<21Q> 196 
<400> 196 
000 

<210> 197 
<400> 197 
000 

<210> 198 
<400> 198 
000 

<210> 199 
<400> 199 
000 

<210> 200 
<400> 200 
000 

<210> 201 
<211> 198 
< 2 1 2 > PRT 

<2 13 > homo sapiens 



64 

<400> 201 



Lys Mec Thr Thr 



^la Ala Arg Pro Thr ?he Glu Pro Ala Arg Gly Glv 



10 



15 



Arg Gly Lys Gly Glu Gly Asp Leu 3er Gin Leu Ser Lvs Gin Tvr Se- 

20 25 ' 30 ' ' 

Ser Arg Asp Leu Pro Ser His Thr Lys He Lys Tyr Arg Gin Thr Thr 

^5 40 45 

Gin Asp Ala Pro Glu Glu Val Arg Asn Arg Asp Phe Arg Arg Glu Leu 

55 60 



Glu Glu Arg Glu Arg Ala Ala Ala Arg Glu Lys Asn Arg Aso Arg P 
°5 70 • 75 ^3 



ro 
80 



-^b- Arg Glu His Thr Thr Ser Ser Ser Val Ser Lvs Lvs Pro Arg r.^u 

35 90 * 95 

Asp Gin He Pro Ala Ala Asn Leu Asp Ala Asp Asp Pro Leu Th- Asd 
iOO 105 110 

Glu Glu Asp Glu Asp Phe Glu Glu Glu Ser Asp Asp Aso Asp Thr Ala 
115 120 125 

Ala Leu Leu Ala Glu Leu Glu Lys He Lys Lys Glu Arg Ala Glu Lys 

Gly Gin Gly Pro Gly Lys Gly Pro Arg Ala Lys Lys Ala Leu Arg Gly 

150 155 

Gly Arg Val Ser Phe Trp Glu Asn He Gly Trp Ala Gly Asn Pro Phe 

165 170 ;L75 

Pro Leu He Leu Ser Leu Ala His Ser Lys Leu Lys Ala Asp Phe Glu 
ISO 135 190 

Lys Phe Glu Arg Arg Val 
195 

<210> 202 
<211> 55 
<212> PRT 

<213> homo sapiens 
<400> 202 

Val Leu He Phe Leu Val Phe Leu Leu Asp Gly Lys Ala Val Gly II 

1 5 T r\ - _ 



Asn Arg Gly Gin Arg Leu Met Leu Glu 



e 

10 15 
Trp Pro Val Glu Val Val Glu 



2° 25 30 



65 



Gin 3er Ser His Leu Leu 3er Gly Ala Val 3er Gly Trp Val Tyr Leu 



40 



45 



Lys Ala Thr Lvs Cvs ?he Giv 
50 * ' 55 

<210> 203 
<211> So 
<212> PRT 

<213> homo sapiens 
<400> 203 

Ser Pro Gly Phe Phe Leu Ser Leu Pro Phe Ser Thr Gly Xx:< Ala Trp 



10 



15 



Ala Ser Ser Ser Cys His Pro Ser Arg Lys Ala Pro Ala Pro Ser Cvs 

2° 25 30 

Leu Pro Ala Ala Cys He Gin Gly Gin Ser Ser Gly Leu Gin Thr Glv 

35 40 45 

Leu val Pro Pro Pro Leu Gin Gly Met Gly Val Gly Glu Gly Ala Phe 



60 



Lys Lys 
65 

<210> 204 
<211> 161 
<212> PRT 

<213> homo sapiens 
<400> 204 

His Leu Gly Tyr Gly Lys Leu Leu Trp Cys Val Val Gly Phe Leu Phe 
^5 10 15 

Ser Phe Leu Ser Phe Phe Ser Pro Phe Ser Leu Leu Ala Phe Ser Phe 
2° 25 30 

Pro Phe Pro Ser Pro Leu Ala Lys Leu Gly Pro His Pro His Val He 
35 40 45 

Leu Leu Gly Arg Arg Leu Pro His Leu Val Cys Arg Gin His Ala Ser 

55 60 

Lys Ala Arg Ala Gin Ala Cys Arg Leu Gly Trp Cys Leu Leu Arg Phe 

-75 80 

Arg Val Trp Glu Leu Val Lys Gly Leu Ser Lys Asn Asn Lys Lys Lys 

85 90 95 

Lys Val Lys Ser Leu Val Ala Ser He His Ser Asp Pro Gly Arg Gin 



66 

•^00 105 



31.- Gly ?he Val Asp Leu Asp Ser Leu Gly Me- Ser 3er Cvs Gli o-^ 

125 " - 

Gly 3ir. Asp Pro Gly Leu P^o Arg Ala Glu Ala Leu Pro Ala Thr Arg 



140 



lie Pro Pro Leu Trp Gly Leu Cys Val Gin Arg Ser Gly Ser Glu Thr 

155 ISO 

Ser 

<210> 205 
<211> 37 
<212> PRT 

<213> homo sapians 

- : 4 0 0 .> 2 0 5 

Leu Asp Leu Val Phe He Val Glu His Thr Tyr Gin Gly Glu Val Leu 

^ 10 15 

His Thr Gin Leu Gin He He Phe Gly Lys Lys Ala Val Lys Lvs He 

25 



30 



Lys Leu Gin Leu Leu 
35 

<210> 206 
<211> 32 
<212> PRT 

<213 > homo sapiens 
<400> 206 

Glu Asn Tyr Phe Ala Phe Ser Val Asn Leu Arg Ser Val Leu Asn Lys 

val Gin ser Ser Ala Arg Pro Phe Pro Ser Leu Met Ser Ala Leu Gly 

25 30 

<210> 207 
<211> 102 
<212> PRT 

<:213> homo sapiens 
<:400> 207 

Cys Met Leu Gin He Asn Leu Tyr Phe Phe Pro Leu Gly Phe Ser Lys 



10 



15 



Asn Thr Thr Thr Ser Thr Pro Asn Glu His Gly Thr Cys Leu Phe Leu 
20 25 



30 



Pro Leu Leu He Tyr Ser Arg Phe Ser Ser Val Phe Phe Ser Asn Ala 

40 .a 



67 



Ala ?he Ser Cys Ser Ser Gly Leu Leu Ser Gly Ser He Val Ala Lvs 

60 - " 

AS? ser lie Arg Ser Thr Leu His Ser Asp Val Lys His Ser His Cys 

^° ^5 go 

Leu Asp ser Ser Ser Phe Leu Ser Ser Asn Ser He Thr Aso Lvs Ala 

35 9Q - - 



95 



Ser Val Leu Thr Asp Glu 
100 

<210> 208 
<211> 34 
<212> PRT 

<2 13 > homo sapiens 
<400> 208 



val Leu Phe Ser Lys Glu Tyr Val He Asp Leu Gin Val Ser Ser Arg 



5 10 15 



He Ser Ala Lys Ala Ser Gly Ser Ala Cys Ser Ser Ser Lvs Se>- l^e 

25 \n 



30 

Asn Pro 

<210> 209 
<211> 43 
<212> PRT 

<213> homo sapiens 
<400> 209 

val Ala His Trp Gin Gly Asp Gin Lys His Tyr Phe His Thr Cys Val 

5 10 15 

Met He Leu Phe Phe Leu Arg Glu Ser His Ser Val Ala Arg Leu Gly 

25 



30 



Val Gin Trp His Asp Leu Gly Ser Leu Gin Pro 



35 40 



<210> 210 
<211> 204 
<212> PRT 

<213> homo sapiens 
<400> 210 



Asp Leu Thr Phe Glu Gin He Arg Lys Leu Asn Pro kla Ala Asn His 

Arg Leu Arg Asn Asp Phe Pro Asp Glu Lys He Pro Thr Leu Arg Glu 

25 30 

Ala Val Ala Glu Cys Leu Asn His Asn Leu Thr He Phe Phe Asp Val 

-i^ 40 - 



45 



53 



Lys Gly His Ala His Lys Ala Thr Giu Ala Leu Lvs Lvs M&z -^v- Met 

55 60 * 

Glu ?he Pro Gin Leu Tyr Asn Asn Ser Val Val Cvs Ser ?he Leu Pro 
55 70 75 ' 30 

Glu Val lie Tyr Lys Met Arg Gin Thr Asp Arg Asp Val lie Thr Ala 

35 90 95 

Leu Thr His Arg Pro Trp Ser Leu Ser His Thr Glv Asp Gly Lys Pro 
100 105 110 

Arg Tyr Asp Thr Phe Trp Lys His Phe He Phe Val Met Met Asp He 
115 . 120 125 

Leu Leu Asp Trp Ser Met His Asn He Leu Tro Tyr Leu Cvs Gly I ' 
130 135 ' 1^0 

Ser Ala Phe Leu Met Gin Lys Aso Phe Val Ser Pro Ala Tvr Leu Lvs 

150 155 * lie 

Lys Trp Ser Ala Lys Gly He Gin Val Val Gly TrT3 Thr Val Asn Thr 

165 170 175 

Phe Asp Glu Lys Ser Tyr Tyr Glu Ser His Leu Glv Ser Ser Tyr He 
ISO 185 " 

Thr Asp Ser Met -Val Glu Asp Cys Glu Pro His Phe 
195 200 

<210> 211 
<400> 211 
000 

<210> 212 
<400> 212 
000 

<210> 213 
<400> 213 
000 

<210> 214 
<211> 33 
<212> PRT 

<213> homo sapiens 
<400> 214 

Ser Phe Lys Val Thr Leu Trp Lys Ser Glu Thr Arg Gly Cys His Glu 
15 10 15 

Gly Ser Phe Ser Phe Ser Glu Glu Lys He Glv Met Glv Tyr Arg Thr 
20 25 * ' 30 



69 



<2X0> 215 

<211> 51 

<212> ?RT 

<:2 13 > homo sapiens 

<400> 215 

Asn Ser Lys Val Asp Val lie Phe Thr Pro Met Ser lie Cys Pro lie 
15 10 15 

Ser Val Ser Ser Ser Pro Leu Gly He Tyr Ser Leu Tyr Val Asn Lvs 
20 25 30 

lie Arg Ser Ser Asp Ser Leu lie Gin Ser Ser Ser Phe Ser Ser Leu 
35 -40 45 

Phe Leu Cys Arg Leu Leu Asp He Tyr Cys Ser Thr Thr 
50 55 ' ^ 50 

<210> 216 

<211> 24 

<212> PRT 

<213> homo sapiens 

<400> 216 

Pro Met Tyr Lys He Ala Lys Cys Leu Leu Phe He Lys Arg Cys Asn 
15 10 15 

Gly Val Gly Gly Arg Gly Asn Phe 
20 

<210> 217 

<211> 1380 

<212> DNA 

<213> homo sapiens 

<400> 217 

cgccgggggc cgggggcggc ccaggggggg gcccggggcc ggggccctgc ctgaggcgag 60 
agctgaagct gctcgagtcc atcttgccac cgcggccacg agcgcttccg cattgccagc 120 
gcctgcctgg acgagctgag ctgcgagttc ctgctggctg gggccggagg ggccggggcg 180 
ggggccgcgc ccggaccgca tctcccccca cgggggtcgg tgcctgggga tcctgtccgc 240 
atccactgca acaccacgga gtcataccct gctgtgcccc ccatctggtc ggtggagtct 300 
gatgacccta acttggctgc tgtcttggag aggctggtgg acataaagaa agggaatact 3 60 
ctgctattgc agcatctgaa gaggatcatc tccgacctgt gtaaactcta taacctccct 420 
cagcatccag atgtggagat gctggatcaa cccttgccag cagagcagtg cacacaggaa 480 
gacgtgtctt cagaagatga agatgaggag atgcctgagg acacagaaga cttagatcac 540 
tatgaaatga aagaggaaga gccagctgag ggcaagaaat ctgaagatga tggcattgga 600 
aaagaaaact tggccatcct agagaaaatt aaaaagaacc agaggcaaga ttacttaaat 660 
ggtgcagtgt ctggctcggt gcaggccact gaccggctga tgaaggagct cagggatata 720 
taccgatcac agagtttcaa aggcggaaac tatgcagtcg aactcgtgaa tgacagtctg 780 
tatgattgga atgtcaaact cctcaaagtt gaccaggaca gcgctttgca caacgatctc 840 
cagatcctca aagagaaaga aggagccgac ttcattctac ttaacttttc ctttaaagat 900 
aactttccct ttgacccacc atttgtcagg gttgtgtctc cagtcctctc tggagggtat 960 
gttctgggcg gaggggccat ctgcatggaa cttctcacca aacagggctg gagcagtgccl020 
tactccatag agtcagtgat catgcagatc agtgccacac tggtgaaggg gaaagcacgalOSO 
gtgcagtttg gagccaacaa atctcaatac agtctgacaa gagcacagca gtcctacaagll40 
tccttggrgc agatccacga aaaaaacggc tggtacacac ccccaaaaga agacggctaal200 




cccnggagna "caccc"-cc zzzzzzzcca. 

tgz3.~zz jaa "zrcacgcrg ir-ctgrgc" 

cr:ct:gcc- an --gcaggacaa rgatrggccac 

gaac"gi:~-3 aagcac^caa gac-gacita 

tgccagcagg rat:ic::zaca aaagaaac-c 

ctgtg,c~cca gac~agaccc ccctraccra 

ttt.cacg-ac aczgcz-zzt c-ggcracag 

tccttgggaa aacaacraca gztzgc"aan 

tttcat-cgc acarcccacc ccancccctg 

agtccacrgt tgccrzggca ggagacgaga 

cggggc~gag cacacaccgg ggcgcccccg 

caccggcccc ctgggangca 




ggcaccac'g gaccaaczac cntitigaacgc 12 50 
^zzz'zzzzzz a-tt--3ccg gacgrgaragl3 2 0 
"czaaacgc- aaggaaaaaa aacaaacacal3 S 0 
cagaccaacc aaccacc-rg ctggaaccc*ii440 
zzgaqczzzz t-anac-gct: ggaaac- cag 15 0 0 
::gc"acggac ccctaacrza ~t:trc:"c~zal5oG 
-gracgacgg atgcg-acga aaaaaacg-alolO 
ccggaaaaaa aaaaaatgac tcatct ccac 15 30 
gaaccaczzg gggacgcggg gaggggt:acgl"4 0 
ggccgcactt gcrgcdaag caaggggaacl 3 00 
gaurcccccn caagggcccu ggagcaacggl360 

"^1330 



<210> 213 

<211> 1024 

<212> DNA 

<213> homo s aniens 



<400> 213 



gcggtcggca gngcggcgct gmcaaaga" 
ggagccgctg ggcagcgact ccgaagtgtt: 
gctcagcagg accgaat-ca gcaagagatz 
ctgaagctct cggtcctata caaggagcat 
atcaaggacc ticcacaaaaa gcactcgtiac 
ttctatcggg ctittcggatt cucccactitg 
cagcggtcca aggccgcgrc tgccaagagc 
gaatccacaa ttgaggattt ccacaacacg 
cagacctcrg tcgccgacct gctggccrcc 
gtggtccacc cgcggctigct cacctcgggc 
cactrcatcg agggtggacg gactgtcaag 
tgcaaggaga gcgaccacat ccacatcatt 
caggt-ggagt acatggaccg cggcgagggc 
ggctccgagc ccaaggtcta cctcctctac 
tagggctggc tccagcccgc tgctgccctg 
acagaggttt ttctgtggtc gtaaatggtc 
ccccccccca tgttttatta aagggggtgc 
aaaa 



ggcggcggag gaacc-cagc agcagaagca 50 
aactgrctgg cctacgatga agccatzatg 120 
gcngcgcaga accctctggc gccagagcgg 130 
gctgaagang acaacancta ccaacagaag 240 
acccgcaaga ccaggcccga cggcaacrgi: 3 00 
gaggcactgc tggacgacag caaggagttg 3 50 
aaggaagacc -ggtgcccca gggc-tcact 420 
ttcacggacc cgantgagca ggtggagaag 430 
nccaatgacc agagcacccc cgaccacctt 540 
cacccgcagc gcgagagcaa gttctccgag 500 
gagttctgcc agcaggaggt ggagcccatg 560 
gcgctggccc aggccctcag cgtgtccacc 720 
ggcaccacca atccgcacat cttccccgag 730 
cggcccggac actacgatat cctctacaaa 340 
ctgcccccct ctgccaggcg ctagacatgt 900 
ctatttcacc cccttcttcc tgtcacatga 960 
t99tggtgaa aaaaaaaaaa aaaaaaaaaal02 0 

1024 



<210> 219 

<211> 2383 

<212> DNA 

<213> homo sapiens 

<400> 219 



cccttcatta aagccctcct aaatataact ccnctgtatc aaaggactta caaatgtctc 60 
aagaaagtaa tggtgtagca gtgtaagaga agcaaaagtc tgctagggga aactaatgaa 120 
gcattttcct cattacactt ttgggttgat atatttcatt aagacagaac tagttccgtt 180 
ttgctttgct ttttagtgct tagtctgaga ggcaatgcga gaaaccaaaa gtcttaggag 240 
aaaaactgct ttcataatut ccagtgcaag ccacaaagaa gcttctctat aaaggcccga 300 
aagcttgaag aggtgacaag agcaagctgt attcaatcag acagctcaat aaatatgcaa 360 
aaataaaaaa acacttatca atcatgagta tactgtttgt: attctggaaa aagcaacata 420 
tttcacgcct tgaacatttt cccttgagaa tagttttaaa gttattccct tttgtaacat 480 
tcaaaagcaa aacacacaca cataau-cca tcaaggaccc tctgcacgat taacatticcg 540 
tacaagtcaa acacgaccac atctatattg gaaagagagc actgagaagc aacagcagga 500 
gaatgcatca cctgtgcctg tttcaggacg aacagttttg ttaagttcag cagatgaatg 550 
taacaatgac cacttgtttc caaacaccca gatgtttccn actggctcct cactaatcaa 720 
taacacaagt gctaagtcct aagtattcaa aaaaacaaaa gactgcaggt gactccttct 780 
ctctggtccc tttaccaaag ctccaaatca cttatgacat taatcacaat attccgcact 840 
ccaaaaaaat atgcaaacac aggtttgcta aattttagtt actcagtgaa cctaccaaat 900 
cctaaagcag aaaaaagact tacactctca tgacacaaac tttagtcctc acat::cacca 960 
aaacacttna aaatcactca aacatgagaa ttgaaaacgt gtgtgcttat t tgggagaggl02 0 
atnactgcat ttantctcca gaaaaaaagg cagacctgag gcatcacatt accggaacat 10 3 0 



tcaaacacga 

gagccacr rc 
acacr-aacg 
ccanacac-g 
a c gc ^.ga aaa 
ggrggraggr 
tcccaggggt: 
gaggccticcc 
tattgtcaga 
cttitgggcc t 
ggctgcaaag 
aggcgttctg 
catataggng 
agccccaatc 
agcccctcca 
tggttccaat 
tgttttggcg 
cttcacaaca 
gagacacacc 
gaaacgct rg 
gcctcaaaga 



- gacacg- - t 
t a- ccgcccc 

-acccacgna 
gcganacccc 
gaaccaa- cc 
ggaagaaaca 
gcacccacgc 
acaacgccag 
ggagccacca 
gggctcrggt 
gt cacaccaa 
ctgat tgcta 
gaatgaattc 
teat tagaca 
gcaacaaacc 
gccgcctctt 
gcatattccc 
ggggaggcct 
agcct tgcag 
gtccccggtc 
gcacagttcc 



a c ~ aaacaag 
gc~gcct cca 
gatacrcagc 
-gcacgcrtg 
accgtacacr 
tagat: cccaa 
tcagaaacct 
ctgtgcacca 
cngcacccat 
cacatggtat 
ttgtcaccca 
tggcagacaa 
tatccttgac 
gtcccaagcc 
atcttcccat 
tgagttcttg 
tgctaggtgt 
tggtgaaagc 
ccaacatggt 
accttcgcct 
tc::ggcacac 



aaact "caac 
atatttgatg 
gctgccagca 
accgagctaa 
actactctct 
gccacr:gagT: 
tgaggacaca 
ttcactgggc 
tgcagccctg 
cacaccagaa 
tgatcgtacc 
agagcctctc 
agctgttaaa 
atactgaggc 
atagtagcac 
ctgatcaatt 
gccagttctc 
taacagccac 
tgggtggaaa 
^gtggtgcac 
cgcagtttcc 
tgcatgtcgc 



gaaagc t get 
tagcagagaa 
cagccgcaac 
tgggatcaca 
gggtaccaca 
aaagaccggc 
aagacgagac 
gcacacatgg 
atgagaagag 
tgtagcaacc 
agcattccag 
atcatgaagc 
ccaatactcc 
caaattacag 
aacgctccaa 
ttaaatat tt 
ccacgccgga 
tgatccttcg 
accctagaag 
caggtctacG 
cttccgggcc 
aac 



tgtacaaac-ll-iO 
gccagaagcql2 0 0 
tcgcataaac 12 5 0 
ttttcgaacciS 2 0 
cagaaggaaclS 30 
accagccacgl4 4 0 
ccaggcccaclSOO 
ccacagtggalSoO 
gaccccctaalo2 0 
aagcaagacgisao 
ctccaaccatl740 
tcatgagaaciaoo 
ctgctaagcal3 6 0 
ccttttcaatl920 
gaccaacagcl93 0 
tttccatcga2040 
tcccaattct2 100 
tgatggaatt2160 
gtagtgtccg2220 
gagcaganct22 3 0 
cctagcgt c:g2 340 
2383 



<210> 220 
<211> 3210 
<212> DMA 

<213> homo sapiens 
<400> 220 

gcaaggccta ctgtcggcrg ggaggggagg tgtagccggt ctttgggggt aggcggtagt 5 0 
ggcggaagag gctcggcggc tgatggcgga tcaggatcgg aagcctgcgt aactttctcc 120 
cttgatccgg gagtctttcc actggattca caatgacatc ctttcaagaa gtcccattgc 180 
agacttccaa ctctgcccat gtcatctttc aaaatgtggc caagagttac cttcctaatg 240 
cacacctgga atgtcattac accttaactc catatattca tccacatcca aaagattggg 300 
ttggtatatt caaggttgga tggagtactg ctcgtgatta ttacacgttt ttatggtccc 360 
ctatgcctga acattatgtg gaaggatcaa cagtcaattg tgtactagca ttccaaggat 420 
attaccttcc aaatgatgat ggagaatttt atcagttctg ttacgttacc cataagggtg 430 
aaattcgtgg agcaagtaca cctttccagt ttcgagcttc ttctccagtt gaagagctgc 540 
ttactatgga agatgaagga aattctgaca tgttagtggt gaccacaaaa gcaggccttc 600 
ttgagttgaa aattgagaaa accacgaaag aaaaagaaga actgttaaag ttaattgccg 660 
ttctggaaaa agaaacagca caacttcgag aacaagttgg gagaatggaa agagaactta 72 0 
accatgagaa agaaagatgt gaccaactgc aagcagaaca aaagggtctt actgaagtaa 78 0 
cacaaagctt aaaaatggaa aatgaagagt ttaagaagag gttcagtgat gctacatcca 34 0 
aagcccatca gcttgaggaa gatattgtgt cagtaacaca taaagcaatt gaaaaagaaa 900 
cgaattaga cagtttaaag gacaaactca agaaggcaca acatgaaaga gaacaacttg 960 
aatgtcagtt gaagacagag aaggatgaaa aggaacttta taaggtacat ttgaagaatal02 0 
cagaaataga aaataccaag cttatgtcag aggtccagac tttaaaaaat ttagatgggalOSO 
acaaagaaag cgtgattact catttcaaag aagagattgg caggctgcag ttatgtttggll40 
ctgaaaagga aaatctgcaa agaactttcc tgcttacaac ctcaagtaaa gaagatacttl200 
gttttttaaa ggagcaactt cgtaaagcag aggaacaggt tcaggcaact cggcaagaagl2 60 
ttgtctttct ggctaaagaa ctcagtgatg ctgtcaacgt acgagacaga acgatggcagl320 
acctgcatac tgcacgcttg gaaaacgaga aagtgaaaaa gcagttagct gatgcagtggl330 
cagaacttaa actaaatgct atgaaaaaag atcaggacaa gactgacaca ctggaacacgl440 
aactaagaag agaagc-gaa gatctgaaac tccgtcttca gatggctgca gaccactatalS 0 0 
aagaaaaatt taaggaatgc caaaggctcc aaaaacaaat aaacaaactt tcagatcaatl560 
cagctaacaa taataatgtc ttcacaaaga aaacggggaa tcagcagaaa gtgaatgatgl520 
cttcagtaaa cacagaccca gccacttctg cctctactgt agatgtaaag ccatcaccttl530 
ctgcagcaga ggcagatttt gacatagtaa caaaggggca agtctgtgaa atgaccaaagl740 
aaattgctga caaaacagaa aagtataata aatgtaaaca actcttgcag gatgagaaagl300 

;o 

:o 




^ gatggtgcttl9 3 0 
tttacccaga tgaaatacaa aggccacctg tcagagtccc ctcttgggga ctggaagaca2 04 0 




atgt-gtccg cagccagczr gcicgaaacr 
acgacagcaa aaaagac'gacr aaccizcrccta 
gtrgggcacgg gacaggcr-z zgcz-cgact 
tctgngag-c aacgzzzcct cccaactacg 
gccaczggaa gg-gzgcccg acgrgcagcg 
tgcrngaaag gcacgcgcag accca-rr-g 
tttttiactan gagtcaacac agttzagcag 
atagaccacc gaggagacca cagagcggac 
accaggagc- acc--gag-r cggngcracc 
aaatntraac cccrg~raac czzaczzgcz 
ttactrac-c cccaac-zgc agaac-gccc 
tactgcactig aaaaacgtgt atg-actagt 
gtttctgtzg acctitgcnga ccgagcacga 
gtcataacag tctta^igaag cagtrcttcg 
aaatgacagg t t tn taat't tcagaaatgg 
tacatgtgaa atactggttc tagcaattaa 
aaattttaga ataacccgaa tgactacttt 
ccaatgggga aatgggccaa ggga-rgtca 
cataaccagg ggg-gttcgt ggcacaaaaa 
catttccctg tggggactta atmtiggaant 




-tzagc-ggc" -gacggccra gaggac!:ct:g2 100 
c!igc::cc-ga zcctrccaagc caacat:nt:ac2 160 
ccagc-tiga -guzcacaag aagzazzcccZZZO 
arcagagcaa acctgaagaa caugczgaaa2230 
agcagcrccc zcczaaczaz gaccagcagg2 3 4 0 
accagaacgc cctaaactrt: gact:agt:cac2400 
caaaaaaaaa aaaaaaaaac cacacctaaa24o0 
gcccLcacgc accccccacc gcaccccct:g2520 
aggaccaggg ccagtcncng gcr taccaaL:25 30 
ccaaaaaaaa gtccrtgtgt: gc-cgcaccc2o40 
gaacaaagga cacaaggacc ace t:caacgn2700 
gngcragat- atttagcaga atacr cacaa2 760 
ctactaaana ctatgtaaca aaaagcat c t2 32 0 
aatatagaaa gttctataat t:t:agcccacg2 33 0 
agcrgcatgt agaatgagat: cacatgct cti2 94 0 
cagaaggcac actttgctaa t tctatggcaS 000 
taaactacct tgaagttgra tgtatatatc2 060 
gtacaaccgc ttccccgact aaacggt ccc3 12 0 
tccanagggc acanagcagg accttc- tcg3 130 

3210 



-210> 221 
<211> 1030 
<212> DNA 

<213> hcmo sapiens 
<400> 221 



ccgcnttctc 
ccgccgacgc 
gttgcggtta 
cccggtaccc 
ccaccgtgca 
ttctcttaac 
tacatgagag 
cgttgacttt 
tgttggaagc 
aagctttcat 
agaaggattt 
caggattctt 
gagcccttct 
cacctgaaga 
tgcacctgtt 
actgaagaac 
tatagaaact 
aaaaagtttt 



cgcccagcrg 
cgcacggr tg 
gtggaccggg 
tcgcccctcg 
catccgaacg 
tacagtgact 
tcctgccrta 
aaacagacac 
tctgactgtg 
actgactact 
cagcaaatnt 
gaagtcntct 
tttctgtgga 
gtacgtacca 
acggtctctg 
aacaaaaaaa 
gtttcatt:aa 



gaacr rctga 
ctggggctgg 
accggcaggg 
accgaggacg 
gcctctccga 
tcaacagttt 
attttgctgt 
aagtatcccc 
gcagtitgttg 
acagtatttt 
ggagcagggc 
tttnacagtg 
ttca- catct 
gctgccatca 
gaagcagtca 
atttaacgag 
gtaataaagt 



agcgagaaaa 
gccccccctc 
gcgctgttgc 
acttcaacta 
gaaaagncta 
ttttatactt 
ttgccGtcgg 
ttaacctgta 
ttactttcta 
ttggtttgac 
tgtttgctct 
agataatgga 
atgacacaca 
gcctctactt 
ataaaaagta 
aaaaaaggat 
ttgaaacaat 



tcgactcgct 
gcggaagtgg 
catcatggct 
tggcagcagc 
cagcattctt 
tgagtctgta 
atcccrgggt: 
cctacttttt 
tgatgtatac 
tgtgtatact 
tttgtggata 
gttggtctca 
ctcactgacg 
ggatatcatc 
attaaaagta 
taaagtaatt 
gattaaaaaa 



cggtigtrcgc so 
ggaggaggcg 12 0 
gaccccgacc 180 
gtggcctccg 240 
tcnctgcagg 300 
cggacatttg 360 
ttgacttttg 420 
ggatttacgc 480 
attattctgc 540 
ctacaatcta 600 
ttgtgcctgt 660 
gccgctgcag 720 
cataaactgt 730 
aatctattcc 840 
tctcagctca 900 
ggaagcagta 960 
aaaaaaaaaal0 2 0 
1030 



<210> 222 
<211> 1216 
<212> DNA 
<213> homo 



saoiens 



<400> 222 



tctgttctgt 
acccccgctc 
cgcccacacc 
cctcccagca 
actacgtgac 
ccccgggctc 
ttcctcattic 
ttttgattc t 
ggccaggacg 



ggacaactrgt 
cggccacttt 
ctccgtcccc 
gcccggccac 
gage taacgc 

ggg^gttatg 

cattigcccca 
cc-rcactac 
gcaggr ggcc 



nactgccctt: 
ccctggacag 
cagtcccttc 
cagcacttct 
cacgcaggcg 
catccagaga 
ggtct-trcc 
gaaccnccng 
cnggagatgg 



ccgcggccaa 
tgccctcgca 
ccagcctggc 
acagggtgca 

gcggggcgct 

cctgcccttc 
t: t reggae tt 
gacgcagagg 
gaaagegtct 



ccatggcggc 
ggagtactca 
ggtcagagac 
Cgggcagccg 

ggggs^tcct 

Caccttcctc 

tgttttggtc 
tgacagtggg 
gcgccgaggc 



caccagccct 60 
cacccgctcc 120 
tggcetgacg 130 
tccaccaaac 240 
cctccccagc 300 
gcctcccctc 360 
teggctttgt 420 
agctggcctg 430 
gctgagccct 340 



accr rggcz- 
ccagggccc r 
agcaaggaa c 
c caacaac ga 
cac-ccr caa 
cccr acgc cc 
acaaaacaac 
gccgcccgga 
trgcacgaat: 
agcacacacc 
cagaagaaga 



:cc- gaaacrc 



:aca 



:cz -ccrac 



gcagcrz--g gcacc'-cag 

aggaaagggg aaaaggaac* 

aaaauaaaaa acaacagcac 

cgcggac^rc cr g:: zcticaa 

aaaacccaac 3-iczaa~aa 
aaacrcrg 



acccrzcr- accccacccg ggagc 



:aaaga 
'aacgc 

n.crgcrzrzg tcitzzzaaa zr---~-aaa 
-cacca::crz cccagacgga gcizaaaggc 
ccrcagagng gaacc:z3--a aagacaggac 
-tigccaacga cagcgaccac agcaaaagca 
agcccirgcz gaggccagca gggaggagggl 
"rgacacagc aact3cc-gc agtgagcaczl 
ggcgcaggca 'zcractc-gr ancrg-ccagl 
aca-gacggc gcagccccaa aaaaaagaaal 

1 



O W V 

■5 5 0 



?0 0 
960 
020 
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200 



<210> 223 
<21i> 2369 
<212> DMA 

<213> home sapiens 
<400> 223 



cgggcgcccg ggccagagcc cggccggagc 
cgtcac"acc cagaccagca ^ggaggaggc 
gaagccagca gc--rccaga ^gc::c:cgaag 
tgnccgccgg gacgacgggg aggcc::-gcc 
ggagaacgga gccaccccca agaccccagr 
ggactcagac aagacc-gcg tggr catrcga 
caagccagcg aacaacgcgg ac--carcac 
ggtctacgcg ttgaagcgtc cicacgtgga 
tgaatgtigtg cngttcac -g ccagccccgc 
ggacaaacgg ggggcctccc gggcccggct: 
gaactacgtg aaggacctga gccggccggg 
caattcacct gcctccnang tccrccatcc 
tgacaacatg agtgacacag agcticcacga 
tgtggacgac gtgtactcag tgctcaggca 
gggccaggac ctgcccccga ccaatgatac 
cctttgttag gaaaacccac gggccgccgc 
tcccccacca gccccaccag gcggcgtagg 
ccaggccccg tgtcagtgcc tccaaacctc 
ctgcctgctg ctccctntct ctgcctcrgt 
tgggcccctt ggccccctcc ggctctgctt 
cagtctggga acggtggaca tcaagtgcct 
ttcccagggg cacagctcta ggctgggagg 
cctcccttgg gactgagagg gccrcctacca 
gtctgttacc actggggaag gcagcaggag 
tccagggccg acagctgagg gctgctccct 
gcctcaacca gccccggggc ttggcccccc 
cccccttgtg gtgccacata aatatgtaca 
agggaagggt cagggtagag acacccctcc 
gggagggagg gaaaggatzt ttacaccctc 
gggccaaggg gcccaggccc tgtcctctgt 
tcaaaaaaac acttctcgag cacct tcrgt 
tgtgtgtggg gggtcnctac gccagcccat 
cctttggggg accrgnagga ggcgggacct 
cgaccaagct gccccctncc cctgtgccaa 
ctgcnggctg ggggcagctc ccaggatatc 
tcctaacatg gcgactccgg aggccaaggc 
ggggacccac ataccagtgc caagggggat 
ccccagagcg ggtgggcggg gggtgaatat 
taagtgcctt ctctgtgact gagagcccca 
ccctaaaaaa aaaaaaaaaa aaaaaaaaa 



99^59^9--- ggccccaggg acagc-cggc 50 
^-9999==--9 crgcggggca aagg-gacca 120 
^^9999-^acc crccacrcac ccrrc-gc-g 130 
tgcccacagc ggggcgcccc tgccrgcgga 240 
ccaatacctg cnccctgagg ccaaggccca 300 
ccrggacgag accctggcgc acagcrcc-- 360 
ccc-g-ggag at-gacgggg tggcccacca 420 
tgagttccrg cagcgaatgg gcgagcrctr 480 
caagtacgca gacccagtag ccgacccgc- 540 
gc-tcgagag tcctgcgtc- tccaccgggg 500 
tcgagacctg cggcgggcgc ccaccctgga 550 
agacaatgct gtaccggtgg ccccgtggnt 720 
cctcctcccc ttcttcgagc aacrcagccg 780 
gccacggcca gggagctagt gagggtgatg 840 
ccacacctcc tcccaggaag actgcccagg 900 
cacactcagt gccatgggga agcgggcgcc 960 
ggcagcaggc tgcactgagg accgtgagct:1020 
cccccctact ctcaggggac ctggggggcclO 8 0 
ccacgctgcc atgtttctct gctgccaaat 1140 
cctgggggca gggttcctgc cttggaccccl2 00 
tgcatagagc cccctctzcc ccgcccagct 12 50 
ggagaaccag cccctccccc tgccccacct 13 20 
acctctgccc ctgccttgga gggaggggagl3 80 
tctgtccttc aggccccaca gtgcagcttcl440 
gcatcatcca agcaatgacc tcagacttcc 1500 
cagctccgag cgtgggggca taggcaggacl560 
tgtgtatata gattcttagg ggaaggagaglo20 
cttgcccctt Ccctgggccc agaagt:tgggl630 
taaactgcta ttttctgaat ggaacaagc- 174 0 
ccctcacacc cctttgctcc gctcattica" 1300 
gcccagcata tgctaggccc accagctaagia 60 
cagtgcctcc ttgcccatcc tccaccggtgl 92 0 
cctgnggggt ccggggaccc ccaggaagccl9a 0 
cccatctccr acagccccct gcccgatccc2 04 0 
ctgccttcca actgtttccg aacccccr =c2 10 0 
cncgggctcc ccccagggtc caacggc taa2 150 
gtcaagtggt gatgtcgttg tgct:ccccT:c:222 0 
ggttggcctg catcaggtgg cct:tcccai:r22 8 0 
gtgtgatgag aactaaagag aaagccagac2 3 4 0 

2369 



<210> 
< 2 1 1 > 



22 4 
349 



DMA 

nemo sac lens 



cgaaacgtgc 
agccccccca 
ggccgcggct 
gccaccnggg 
ggttaaagau 
cattgtaaci 
taacatcctt 
gt -attgcta 
taatcttcag 
ataggaccaa 
ctctcatacg 
ggtttggcat 
cactagaact 
aaaatataca 
gtgcaattc 



gcaggcgccg 
gcczcccggt 
gcgrcagacz 
ggcccactgc 
tgggcccccia 
aatcgagctc 
gagncacgac 
ucagaggaag 
tctcgacaca 
aaattgttca 
gacagataaa 
ttgtcttcta 
gctaatcacc 
tgggggcctg 



gccgc::gcgc 
gcrgcgcgct 
-cracgc-cc 
agacaacaaE 
aagcacttat: 
ggaaggctt" 
agtcctt:rgt 
aaatagaaaa 
cagcttictat 
gggcccttag 
acgaaagaga 
atgacacctg 
t -taaaaagg 
aatgtcagcc 



cgcagatggc 
gggccgaggc 
zgcccctgaa 
gaagacggcg 
aacttcctct: 
ggaaatttac 
gt ccattgta 
aggcgtagag 
aggtgacaga 
agatggtgaa 
gggaaaaggc 
atatgatgnc 
aagagcttat 
atctgtatac 



ggaaatgga c 
ccttctgcga 
atgcccgaac 
ccaaaac cgc 
aagttggaga 
cagcaccaag 
accaaagact 
atagaagaga 
aactgaagca 
aactacaaaa 
agcggtgtgt 
attttgattit 
tggggacrat 
tgcggggaaa 



ccgccagccg 
cgc- czaccc 
acaagaz cca 

ctgaccccgc 
tggtggcggc 
cggaaaccaa 
agatagtgga 
aaaagcccct 
aaaaccatgg 
aggcaaacac 
tgaaactgaa 
atat-ccrra 
aggggt- tgg 



60 
120 
130 
240 
300 
360 
420 
480 
540 
600 
660 
720 
730 
340 
349 



<210> 225 

<211> 1502 

<212> DMA 

<213> homo 

<400> 225 



sapier.s 



ccttaccggc 
taccacccng 
ggcccctatg 
cagggcggcg 
tcagatcaca 
tggtcttcat 
tcaggccgca 
aacctcctcc 
caagctctgt 
cgctactgcc 
acccagctgc 
atccggctca 
catctgtgga 
tgtggacatc 
actgttccaa 
ctgaggccac 
ccatgagcag 
gtccagtcag 
tagtacctgt 
aatctgacca 
ccataaatcc 
gctccctggg 
gccatgctct 
ttttttaatt 
ataaaaggat 
aa 



agggctgccc 
gactcccctc 
gtcagccacc 
cccctcccaa 
gtggctatat 
tcaatgatga 
tcgatgtcta 
agcagtatga 
cccaaatggg 
cacgctctgc 
aggtgctgac 
gcttcgagga 
gagtggagtg 
tcttctttcc 
aagagggtgg 
acagataggg 
ttgagtggca 
ctgagctcca 
gttccctcac 
agcatgagag 
ttgtgtgtta 
catctttggc 
gctcggcttc 
tgcatttttt: 
gaaactctgg 



aggagcrgca 
-ggaacrcca 
cccaagctcc 
tgtggatcct 
ctccatgaag 
gacccgcctc 
cggcttctca 
ccgggaccgc 
ctacaacctg 
caatcctgcc 
agaggccttc 
cttcgtcacc 
caccagggac 
ctgtccctct 
agagccctgc 
gcctgacgga 
cagcctggca 
ccctgatgcc 
caggccatcc 
agatctgtct 
acttctagct 
caggcttctg 
agtctccagg 
-tcatttggg 
aaaaaaaaaa 



ggacaagcac 
ggaggaccat 
tacggtgccc 
gaggcctact 
gagctaaagc 
atgatgataa 
gccctgtgga 
tcgggctcca 
agcccccagt 
atgcagcttg 
cgggagaagg 
atgacagctt 
cttncctggc 
agaagaacat 
atcatagcca 
ggagaggata 
ccaggagcag 
agtggtgagt 
tgccaaacga 
atgggaccag 
gcctggggct 
ccctctgcag 
agacagtggt 
gccaaaagtc 
aaaaaaaaaa 



caggagcccc 
atggcggtgc 
agcagcctgg 
cctggttcca 
aggccctggt 
acatgtttga 
aattcatcca 
ttagctacac 
tcacccagct 
accgcttcat 
acacagctgt 
ctcggatgct 
ttcttagagt 
tcccccttgc 
ccaaatagtg 
gaagttgaat 
gtccttgtaa 
gttcatcggc 
gcccatcttc 
tggcttggat 
ggccctgctc 
ctgggacccc 
cacctctccc 
cagtgaaacr 
aaaaaaaaaa 



tccgggeagc 60 
agcccccggg 120 
gcttt^acgga 130 
gtcggtggac 240 
caactgcaat 300 
caagaccaag 360 
gcagtggaag 42 0 
agagctgcag 480 
tctggtctcc 540 
ccaggtgtgc 600 
acaaggcaac 660 
atgacccaac 720 
gagagaagta 7 30 
tcgacgcaac 340 
aggaccgggg 900 
gtcctgatgg 960 
tggagtt:agtl0 2 0 
ctgtcaccgtlOBO 
tccaaagtggll4 0 
tctgccacacl2 0 0 
agacaaatctl2 6 0 
tcactt:gcctl320 
tgccaatactl3 3 0 
gT:aagctt:cal4 4 0 
aaaaaaaaaalSOO 
1502 



<210> 226 
<211> 1892 
<212> DNA 

<213> home sapiens 
<400> 226 

cataattcgc tccagagtca zzzzzccagc aacgtttaaa ttacc-uccc accct: c c tag 
tgcactcaac accgtccgcc "ct-cctgca gttgacgcaa tcgct-cgtz cgcaacagca 



caaac" acac 

aagcacaai: - 
trgcacac t g 
aaaaa-ugcac 

caaaucacac 
gcccazzzza 
acgacac::ca 
agaggtatcr 
tctcccrcta 
aattcaggag 
tgaccgacct 
gcttattgtg 
tgccacagtg 
tcaccttggg 
tcctcctaaa 
ttgtctgttc 
aaaaataagg 
agcaaaatct 
tgttaagat t 
ttgtgagaat 
tcGccctgtt: 
gggtgttttt 
taacacatag 
gataaatttt 
gtagtgcaac 
tggtaacaaa 
aaaaaaaaaa 



caczccagcc 

ac-gtczaca 

-gttcgcccc 
aTiggn-aatzg 
^aaaaagcgi: 
acagciraac 
cacactcr ra 
gtattcatcc 
aattaacaca 
tgaactctta 
gcagcagggt 
ttgggaatgc 
gtcagtgtgt 
agcaactctg 
tgatgcacca 
ataatattgg 
tttggcatga 
cctccaggta 
ggaaaacgtg 
c wtaaatttg 
atttttcaca 
ggtacatt tg 
tggaatcatc 
ttttaaatgc 
caacaaagtt: 
gaatrtrttat 
tgtatgatgt: 
aaaaaaaaaa 



aggacrgrga 
rcac" cagcg 
acc~caecac 
cgagacactg 
tagggczgcc 
cacacgctiac 
gn-aaagacc 
ct-z"" tiaac 
tiacagctgca 
tactgaagca 
gcacaccgca 
taacgtccct 
ctgtcttggc 
cttgtctctg 
atcaggaaca 
tggctagcaa 
gacagcaggc 
ctttaccatc 
attgccatct 
tcaagacctc 
aaagcatatt 
ggcc-cttag 
gattatcutt 
gttacctcat 
tgctgagcca 
atgtattata 
tgtacaCwtt 
ttttraatccc 
acacctaaaa 
aaaaaaaaaa 



75 

taacr cgccg 
t r aac -acr t 
agcctagagc 
trgcctctac 
agcgcaccag 
~ r tcaaacca 
aaaatrcttg 
ggaaaaaaaa 
aaaaatttac 
tgcaagtaaa 
ctaatgacta 
t: tttctgtaa 
caaatcttga 
catggggctc 
cacacacagg 
aagagaagtt 
agatgttggt 
ttaactcagc 
ttggtgtttt 
atattaggat 
tagattttat 
aataancttg 
gggccttttc 
tttgccgtct 
ttttctcaaa 
aatatctgta 
ttatgaaagt 
tgtgcccaac 
aaaaaaaaaa 
aa 



ccagccccac 
gc3ac"gcca 
caagcaaagt 
ctiagccccac 
aaacacccct 
- caggacatc 
gcacaacaac 
tcatgc- taa 
acctgcacag 
gcactt cttc 
ggagcagcag 
gt ttttgaga 
atttcgttgt 
atagagatgt 
tgttctgacc 
tatttgtgcc 
tcattggcct 
tgtgggcttt 
tttaaccccc 
tctctgt cct 
atactatctg 
aatgagatct 
attzagaaagc 
cagaccgtga 
tcatacccca 
accaaaccat 
tacnagtaat 
tttggagttg 
aaaaaaaaaa 



tzcaact tuca 

tgcrgcn*:gc 

caat tcacag 

aagcagggn 

aaatagtggi: 

cctcacctgc 

cagctacaca 

aatggcaaaa 

atctaacacr 

taatttacat 

cttcctccrc 

ggcaat cggc 

tgcactctag 

gtgcagactt 

agctcaggct: 

cagccactgg 

tcgtcctctit 

ttgcgggt-c 

agcccctcaa 

taac tcu-rg 

aaatgtgatt 

accgactcac 

tgtttigcczg 

aagctcacag 

ttgcatcag- 

ttgaaggccz 

gctntiactiaa 

agagggttgc 

aaaaaaaaaa 



130 
240 
300 
350 
430 
430 
540 
500 
550 
720 
780 
340 
900 
960 
1020 
1030 
1140 
1200 
1250 
1320 
1330 
1440 
1500 
1550 
1520 
1530 
1740 
1300 
1350 
1892 



<210> 227 
<211> 1522 
<212> DMA 
<213> homo 



sapiens 



<400> 227 



caggagtigcg 
cgcccccagg 
acccnggaga 
ctgctactcc 
gacaatgttg 
agacagaaga 
tgtgtctgca 
gccgtgctgg 
ggcaccagcc 
atgccacctg 
ctgagggggc 
gctgctgctg 
ccagggcaga 
tctggggaag 
tgggaactct 
cagaggcccg 
ccrcaeagac 
atgagctgct 
gccaagcgct 
tgtgaacgta 
ctgtgccacg 
catccgccca 
catcctgctc 
tacagtgccc 
aaaaaaaaaa 
acat nagagc 



gaccagcggg 
tgggagtcac 
cacagccgca 
aggagttcgg 
agaccagctg 
gtccagcctc 
taaaccctcc 
cactttctgc 
tcttccagtc 
tctgcctggg 
agtgtggcnc 
tgcatgtccc 
gctcccczzc 
ccgagggaca 
ggacttgagt: 
ctcrcctcac 
ggcaggcgcc 
gtaaactatc 
tgcgtagaaa 
tcgctactgt 
ggtcagctga 
cctcgggctg 
agtgtggcgt 
ggcacgagcn 
aaaaaaaac t 
tcaaact:- tc 



tgcctgtagt 
ctggagcgtg 
gagcagcccc 
ctttcccagg 
ggctctgggg 
atagtggccg 
tgtcctggac 
acactggctc 
acatctggcc 
ctccaagtgg 
cctgcctgtc 
tgcgatggga 
ctgcnagagt 
gccataacac 
gtgtttgcct 
acaccgtgng 
cacccttcag 
tgtggccgtg 
ctgcgttctg 
gagctgc t:cc 
gccacagtcc 
accccacctc 
cagtigtcggg 
gaacctcatg 
cgagcggaac 
ag 



gggtggaatt 
aagggacgtg 
ttctcatgca 
agcaaagtgc 
gccatttttc 
agccatccct 
gtgacttcat 
tgggacttgc 
agagggctgt 
gcaggaccag 
ccatccccat 
gtcttgtctc 
ctgggaggcg 
ccccgggaca 
cttccttggg 
gttcggggtt 
ggagtctccc 
ctgcttgagt 
agcccccttc 
cgcctagcca 
cagaaccaag 
ctccatggac 
gctgagcccc 
Cgttccactc 
gage tcactt 



ggggtccgca 
tctcaccccc 
tggaccncac 
tgaagctcac 
attacatcga 
gtccccgtca 
cctgaggagc 
agaaggcctg 
ctggacctgg 
gacagaacca 
gccccgtccg 
ccagcctgtc 
gtgcaggctg 
gtaggtctgg 
tatgaatgtg 
aatgatggag 
agcacgggcg 
gacgtctctg 
tctggacacc 
gggccacgtc 
ctctcggtgt 
agtgtgagcc 
ttgagctgct 
ccaacaaaag 
tcttctagct 



cttgccccrc 50 
agtgtgccgg 120 
ctacgccagc 130 
tcggaaaatt 240 
ctccctgaac 300 
gcagtgtctg 360 
cacagcacag 420 
gtgctgccct 430 
gccctgcnca 540 
caggcacaca 600 
cggggctgtg 66o 
agtttccccc 720 
tcccggccgc 780 
gcggcaccac 340 
tgagttcacc 900 
ggagacaccc 960 
gacgccgggcl0 2 0 
tcgtgtgggtlOSO 
aactgtgtccll40 
tt:aggtgcagl2 0 0 
ctcgggccacl2 6 0 
ccgggccgtgl3 2 0 
tcagtgaatgl3 8 0 
gttgacagggl4 4 0 
gagccttaaalSOO 
1522 



< 2 11 > 2 0 1-5 
<212> 

<213> hcrr.G sapi-ans 
<40 0> 223 

gagaaaa-gg aggccz-rgg ggaaggggca gggtgcgagg a-rrc--c-c: racacaaacc -50 
ttaacc"t:cc aarcrantcr gcagacgaag aacgccgact acrt--ccaa Tira-gccaca 120 
gaggacrcca ccacccacac taacaggaag cggaaaaaca actgccatgg caaccacar- 130 
gagargcagg ccacggcaga gacgcacaac cgcccngugg aggcg-acca gcacagcaca 240 
gaacccatca acacactcca tgggacacat caaaacgagg acgaacccat ccgcgt-agc 300 
taccatcgga atatccacta taattcagtg gtgaatccta acaaggccac caccggrgtg 360 
gggctgggcc tgccancact: caaaccaggg cttgcagagc agtctctiga- gaagaacgcc 420 
ataaaaacat cggaggagcc atggartgaa cagcagatgc tagaagacaa gaaacgcccc 430 
acagactggg aggccacaaa cgaagccatc gaggagcagg cggcrcggga atcctacc-g 540 
cagcggttgc gggaccagga gaaacaggct cgccaggccc gaggccccag ccagccccgg 500 
aaagccagcg ccacatgcag tticggccaca gcagcagcct: ccagtggccz ggaggag-gg 660 
accagccggt ccccgcggca gggagc-cag cctcgtcacc tgagcacccc gacczaca^a 720 
ctgaat-ggg cacgaagccc ccrrccccag gcaccgcct" agctzrrgcc aaaccicc-^ ~ a Z 
cgccctgngc gccaggnaca agcagncagc tctcggcagg ggccgaccgg gcaact-ccc 
ccczzqzgzc cctczaczzz gcr--ggagc gccgggcccc canrcagcag acgcccccc- 90'Z 
ctgccrtcgg cctgaatgac tggga-gacg atgagatcct agc-ccggcg crggcagzgc 960 
cccaacagga atacctagac ag-a-gaaga aaaacaaagc gcacagagac ccgcccc:c;agl020 
acaagagttg atggagaccc agggautgga caccacctcc caaccrccagt: accccracrclOSO 
tccggcgcca cctcaccccc titizggcrrc- cccctctcgc ct:cc--c-gc 3cc3ccrgcz 1 14 0 
ctcccccctt ttccctccrc cticacrrccc nctggctagc ccaccccigc accct:c-3-cl200 
attgccgctg ccacratcac c-gcccctcc gccagcngac gtgccrtgn- gccccccaccl2 60 
ccatcccgca cagaaccacc oczgcazzzz acaggggacn cgggcaaggg cgccgaagac 13 2 0 
agacaagagg cacacagaga cagaccaact ggcagccagg cagccccaga ggagagacaciSao 
attcagacag aggaaagtcc ccczgccccZ cattccttcc aagacgagaa aaacc tgccgl44 0 
ccaccccccg acacrgatgc cagggaggng ggaggaagaa gtgggaaact tcccn tcccalSOO 
gtacccccaa gaacgtctga gccttcaatg ttgaatttrr tctttiatcaa aatcactcnnlSoO 
atcttacaaa atcaactaat caaaaatgac atagacgaca gcactggccc cgi:gaaggt:gl62 0 
gcatcrttct gggcaggcag gccanggggc acggaggagg gtgcaaagac acgggccgci: 163 0 
gtcttctggc ctccagctgc atggaggccg gcccagggtc tagggcgngc ac-gggcaagl74 0 
ggcagggcgg caggtgtcag gccggcttgg acaatgaaac cctgaccttg ctgcatticct 1800 
tttgccucca ccaccactag cntccttgga accttggggc gggggtcatc tttggggat:tl360 
atggc-gcca cccgggattt gagcgtaggg agtgtgggag cagcctcggc agaaggggcal92 0 
cccgtgccct gcaggtgttg acaagatccg ccatctgtaa tgtcct-ggc acaat:aaaacl9ao 
caaatgtcag tttcaaaaaa aaaaaaaaaa aaagac ' 2016 



<210> 229 
<211> 765 
<212> DNA 
<213> homo 



sapiens 



<400> 229 



ccggatcccg 
ggcccccggt 
ccgttgcaaa 
atctgcagcg 
ggaggactct 
ttcagcacat 
catttcatga 
atttgggaga 
attacaatga 
cacacggcac 
agctgggccg 
gccgagggcc 
ggggtcgcac 



ccccgcccgc 
cgggagggt c 
cat t r ntaaa 
agtcaccc cc 
aggagrgcag 
caatagaatc 
gcat ccgaaa 
cacttcccta 
cgt cccgact: 
ggaggcagag 
acgcacgggg 
gcgc-cctcc 
acaaataaac 



tigcgatccgg 


ctccgctccc 


cacaacccgc 


Ccngtggcgg 


60 


cgccagctcr 


cgcgtcct-c 


gctgggccca 


gacaccggcc 


120 


gggc" ggcca 


-ccttcccga 


aacgagn- -g 


gcgactagaa 


130 


accaggagag 


cgccactticg 


zagtaaca- c 


gaga z tgtaa 


240 


aaacccgacc 


cggggaccai: 


ccgcgccgac 


aacaagaaca 


300 


tacagagata 


gaaatgtccc 


aaccgacgcg 


ctttctt etc 


360 


gcaggcgaac 


ctccccagcc 


tgattttcca 


gatgact aca 


420 


ggagnggagu 


acatcnccca 


tcagcgnaaa 


gaaaatgaag 


480 


gtgacggcca 


cccacggact 


ctgccactcg 


ctgggattca 


540 


tggcagcaga 


cgcrccagaa 


ggagaaggcg 


gtgctggacg 


600 


acccggctgc 


aagccctgac 


ccggggcct c 


t t cggaggga 


650 


tgaaagcggg 


acgcgggagg 


ggtggaggc- 


gcggggagcc 


720 


aacgaa cgaa 


cgcaaaaaaa 


aaaaa 




755 




1 0 > 



<2 12> DMA 

<212> r.crr^c sapiens 

<4C0> Z20 

ctgcccgccg ccacgcrc-a gcggttaccrg 
cgcggcrgcc acggagcrag acgggctaaa 
tgccattccg taaagnaaac accaccancr 
ttttgcacca taac^rccnc: agc"tgagca 
gaattgtagg gccncaaccc acagactctg 
ggagacaaga ggagattcct gcggccatcg 
ttgcagccat aaacagcacc cagcacaaca 
ctctcaacaa tacagcagac cacctccggc 
tcagacacaa aattgrcaac t-tgacccra 
ctgaccaggg ggaatccatg aaacctctiaa 
ttcccagcgc aaagaaggcc atacacatgg 
ttgcccwtta caatacagca ccgaagccag. 
atccagcctc tactaaagt: t gtcacccgng 
atcttgacta taaaaaggaa agaattcgca 
tcaatcctgg agcct-.-gc- gcaaaccnga 
aaccggaaaa atgga^ Odact cncaatgcag 
gtagcaccac aacaccrcct crgct-atcg 
ctatgtggaa tgtccgccac cc-ggctcca 
taaaggctgc caagttactc cattggaacg 
catacaccga tgc-tgggaa aaatggtaca 
tccgaagata taccgagatc tcaaacacaa 
atttcccagg aagncccgga agatagcatg 
gcctatcggt: agcaagccac ggaaaaagac 
ctgtctggca gccagcttcc cagacagacc 
accaagtgtt: ctcttactac aacgctgaat 
cagctagcrg gtacagacaa -tcaaaactg 
tgatctgtaa ataaaactca cacttttcaa 

<210> 231 

<211> 1473 

<212> DMA 

<213> homo sapiens 

<400> 231 

ggtgtggtcc tcagggggct gtagggtggg 
aacggcagcg aggaggcctg gggggcactt 
ctccaaaacc tatcacgaca gccatttgtc 
ggggtggggg aggaactcac ggagccaaag 
cactctttgt ctaaacttcg taacgtagat 
cccatcccat ggctgcagtg gaagcttgcg 
ggtcccaggg aggctccctc tgtcttgcaa 
attgtcacaa cagagtccgg cagcgtcttc 
aacccagact cgcgccctgg atgccatcct 
gagcactgct ctigggnctca cactgcccct 
gtggaaagat ccagttgcgg gtggggggta 
gctttggaaa tgacctaccg c::acccgt:t:g 
ctggcttccg ccaaaacact cccttaacag 
tggggagagt gaggcctgag tgngaaggaa 
ctttgtatgt ccacactttt gtcctgttct 
ttccacgttg acagcccttc agatattcca 
acccccccaa gccgaaccrg gc-cacaggg 
gggtggacag cgccctgggc tggaatcccc 
ttcgagagct gtgcccagga gtgaacaacc 
gcggggagac tggctgctgc acctactact 
ctgccctcar cctccctagc tgctgttgcg 
tgcaacaaca gcagcggcag g-ggaaacca 




c-gcgggctg gccggaccgc agtggcgctg 50 
aactaacatc tatatgacag aagaaaaaga 120 
tggccc-ggc tgtcgctctc ttctcactgg 130 
gctcgttaag gaacgaggnt acagac'cag 240 
tcccaaatgc tctccgaca- gcagtagacg 300 
ctgcatctga agacaggctt gggggggcca 360 
ctcgctccaa tgtgattirtc cacattgtta 420 
cctggctcaa cagtgacticc ctgaaaagca 430 
aactccngga aggaaaagta aaggaggacc 540 
cctttgcaag gttctac-t:g ccaacticrgg 500 
atgatgatgt aattgtgcaa ggtgacancc 550 
gacacgcagc tgcatticcca gaagat-gtg 720 
gagcaggaaa ccagtacaat tacacnggct 780 
agctttccac gaaagccagc acccgctcat 340 
cggaacggaa acgacagaat anaaccaacc 900 
aagagggact gcacagcaga accccggcrg 950 
tattttacca acagcacnct accatcgaccl02 0 
gtgctggaaa acgatacrca cctcagt r tglO 8 0 
gacatttgaa gccatgggga aggactgcccll4 0 
tcccagaccc aacaggcaaa t:r:caacct:aal2 0 0 
agtgaaacag aatttgaact gtaagcaagcl260 
cgtgggaagt; aacagttgct aggcctcaat 13 2 0 
gtgtcagcta ggtaaagatg acaaactgccl3 80 
atagactata aacatgtctc catctgcctt 1440 
gactggaaag aagaactgat acggctagtt 1500 
ctgttggttt taattctgta accngcggccl560 
aaaaaaaaaa aaaaaaaaga t 1611 



aggtatggct tcaggtgcca agttggcggg 60 
cgggcgccgc aacagcaggt atcccaatag 120 
tctttcccct ttccttgtcc cttccttttg 180 
gcactgtgaa gttcctaaac atgcctcttc 240 
gcagctgact ttgcctgtag cctcatagaa 300 
gnggctctcc agtgaccaga ggcatagtga 360 
cagttatttg tgatcttitct ctacgtgcct 420 
tcttgaggga gcaatttgga gaagagctgg 480 
ttatcatcca cagcaatccc atctggccgg 540 
cctctatcct agggagcccg aggcccaggg 600 
gtgaaccgtg caggataatg aaagcaactt 660 
tctgagactg agattatccc agactgtctt: 720 
aaagcaccga ggggatgggg gtaggggggt 78 0 
gcctcatata tgcagagctg aaatctccct: 840 
ctagactgat tcttgctatt ccaaatcctc 900 
acactcctct cagcatcctc cacttccccc 960 
^ggg^^t:gug tacgtgcatg caggaggcggl020 
cttagttcta agtgcctcct tgcccgcagclOSO 
agccctacct ctgtgagagt ggtcactgct 1 14 0 
atgagctctg gtggttctgg ctgctcnggal200 
ccttccgcca ccgacgagct aaacncaggcl260 
actngc-ggc ctatcatggg gcacgccatgl320 



gccczaaggc ^zczzzz: 



^gzzz3.zzz:^ -rracc-r-g zzzzzzz3.^c acci - caagcl2 3 C 



<2 11 > 25:3 
<212> 2^:a 

<213> heme sapiens 
<400> 231 



gaaacatgca 

tgtcacca-g 

aagcaatgcc 

gaatatc- ta 

tgcacgagca 

tacgttggcg 

gtctnctaa- 

ggttattcc- 

ggttagga-a 

acagggagaa 

taaaacgtca 

tgaccgaaca 

agcc" zcaca 

ggagacacra 

aaagaagacr 

caagaaaaca 

cgncctcgcg 

acagaaccac 

aataaaattg 

actgctgtaa 

tgagaatttg 

ttgccaacgt 

tatgtaaaac 

gtctgagaaa 

tttctctaat 

tgagaagaag 

ttttatgttg 

agatttcaca 

acacaggacg 

gtttacatgc 

ttctgtgact: 

ttacaacagc 

aagcatttga 

gacaattgtc 

ttataggcaa 

gaaagggttt 

c*igc 1 1 - tgg 

caatattcag 

tntatagaac 

acattttcac 

ttttatttta 

taaagttaac 



acz gaacagg 

tcgacgc-ga 

taczzz3.gzc 

gatigact-::a 

acgrct cggr 

gatiaataaca 

gaaacagcag 

ggaggggcca 

gctgaaggag 

ttccgcgcag 

cacracagan 

cgtaatgccg 

t cagaacacr 

gaccacaaac 

accaaaagga 

tccaagaaga 

agaaccggcc 

caccggucca 

gctrgct:gag 

atgcctagca 

gacraactgc 

ttttattctc 

acaagngaca 

gacacattag 

gcaaagaatg 

ctgctgtrtc 

acacattatt 

catcattcat 

ttgctcacca 

aaaagattaa 

catcaaagtg 

tcatccattc 

tgaaacactc 

aaaaaatgca 

ctt-atacag 

ttcctgccac 

tggaaaagtg 

tgagaacgtt 

t catttttga 

aaacagagtg 

ctt-gtrgct; 

Ccaaat tticg 



aaaaaacnga 
cgcraucgac 
caagcgtagc 
gagaagctra 
gggartacgg 
cc-ggaataa 
cc- a- aaaac 
t-ggct:a""c 
aacaccccaa 
acaaagcagg 
t" ggagaaac 
agar rggaaa 
ggcr zgtzag 
ct rgagccac 
agcgtggcra 
ctgczraaac 
t:crgcct:--a 
ggczaatgtia 
aacagctgt- 
gcagacttn- 
accaaagaac 
ctacaagacc 
aaacgcgacg 
aagaatcatt 
tt-catcaaa 
aaagatggac 
acrgcngt ta 
tcaagggc t a 
ggacggagct 
ggaaaaaacc 
acaaaagac - 
acaatgatcr 
Ctcagngcca 
ctaaaatgta 
ac crgaacac 
aggatataac 
cagaatagta 
accgctgat t: 
cccagatgat 
taacgaagtc 
t taaaat tea 
aaaaaaaaaa 



agaggga t ~ a 
gacgcttgcg 
cctggcctca 
cttttggcta 
ctatcagata 
cagccacata 
cacgaggact 
^99C9^t^gat 
^gacattcgg 
atcccctact 
gcagc cggac 
caaggacatt 
gacacacaaa 
caacactttc 
caucaaaaat 
gcactgr ten 
gcteatgtcg 
eaaaacttte 
ttcgatttet 
tttttattgg 
ectctaattt 
tgcattttat 
agagcttctt 
atacttcctt 
tgtatatttt 
ctctgagtag 
gcagtcgttt 
aatttatatt 
ttggtatctt 
cttaaagtgg 
tgtaacaact 
tgttctctgc 
tatgeatttt 
aatggagatt 
tttctccagt 
ttttttttat 
tgtaeetttt 
ttcttttcca 
ggttccttta 
tggatttctg 
atgcagagaa 
aaaaaagtcg 



ggCwCtaat^ 

gtccactgta 

tacaat catg 

aggcaaaata 

gctggaatgg 

gcactggtgg 

ctagatgtag 

atcaacaaat 

gaaagtgact 

t tgttgaar t 

tttegtacac 

aaat-caaac 

gtaaaagcac 

ecaaaacaga 

aagctggctt 

ggt tcctaac 

tgttccaeag 

tggeaatgcc 

aatgtgaagc 

tacacattat 

ggtccctggc 

ttgaattacc 

gaaccggtaa 

gaattatatt 

ctgttgctta 

ctaattgatt 

tcaceaggta 

ttttggaaat 

agtaetgaag 

acaggtatcc 

ttgcc-ggac 

tccatatttt 

cttactttcg 

gaacaagttc 

tgtttagtaa 

ataacaagca 

atgaagaaaa 

sggtgtagaa 

eagaacaata 

ataccttgte 

gttgttgact 

aca 



laaaaggcat 
:etgggncac 



60 
.20 



atggcaceag 130 



240 
300 
360 
420 
430 
540 



340 
900 
960 



cagatgaaca 
etaatagaae 
gaaaagc t ac 
a 1 1 a tgt 1 1 ~ 
t t c t c tgga t 
act t taecce 
gcctia-g - 
ccecaggt 1 1 
att tggaaga 
etgataacag 
agtatttgtc 
ttaagaaagg 
t: tgaagcagt 
caaagagggt 10 2 0 
tgattaaaaalOSO 
aagacagagcll4 0 
ccttcaaatcl2 0 0 
acatgcatacl260 
cgaatagcaal320 
actagtacagl3 8 0 
tattttcatgl440 
etgtttgctclSOO 
eaagtagtttl560 
cttacagagcl62 0 
catggcaactl68 0 
ttagcactat 174 0 
aaagttcattlSOO 
ctttttcattl360 
ttaatcccttl920 
ttaaaaatgul98 0 
actttccagc2 04 0 
aagtgaaaga210 0 
taacacacca2160 
atgtaattta2220 
tattctttga2230 
aaatggctga2340 
atttggggga2400 
gtaggggaaa2460 
2503 



<^Z0> 232 

<211> 1756 

<2 12> DMA 

<213 > hc-c 

<400> 233 



^^2:!!^^^ gcr-.atgtct tatetttgca ttctectgta tteagctatt ttcttaaaga 60 

aa^^^ -g .c^gtattat cccactgcea cataggaagt aaaataaqta ctcacaaec^ T20 

ugcgccnaa-, cac-gaacac agctttcagt aatgttttac aeaagaaeag gatantggca 130 




acccaaccgc caagcctttc tgcgaccatt 
gtaac-rgag cc-ggagccc tcgnticacac 
acacac~r~r "ggaaagcc" gggagctgaa 
aagcgaagca rcaagccacc accacgncca 
gcZ3.cc3.czz cgacacagcc -ctcgtaaga 
accaagaac- ac-agaaagg ct:"trcagaa 
ccaagatcar rrrrgccaca gatcaagatg 
tgaagaagag gacaaaagac aagczzzzcc 
aagttcacrg aagagaagag gacggataag 
caagtgagc- tg- gagacnc taacagatgc 
ttctgtcagg ac:iccagagg ctggaaaggg 
agaccggc-a caaagactcc aaacaatttc 
atgctttcag caaggatctg aaaactctcc 
gaagagcccg gacagatgta atgagaacta 
tccagggtca ctctgtcagg ccctaggact 
aaccaaatag ataggggagg ggaggaggga 
ataaattgc^ tacrgaactt ttatatctga 
gtctattggt atagattttt agaaatcaat 
gcctgaaaaa gtgcaccaca tggatgttaa 
gcaactcagt aaaaccttac gccacctttt 
acaggtngca caaaagtcaa aataatgggg 
attttacaca ttrtttaaat cttctgacta 
acagtractg cagraagcat taggaagtga 
ctatagtttrc tacaatttat tttactggca 
aactttgcga aaaatagtct gtgacgcttg 
ttgatattta caaacttttc taaagatgtg 
aaaaaaacgg ctcgag 




79 

ctrtcctitgag ancaccccga Cgccaccagc 240 
tttaaacagc agtcccagaa tgactccacr 300 
ctccggaaga tccccacazc gatgaaagca- 350 
cgtcgctacg agncagccca tccatccatg 420 
aagccgtggg caacaczrtr gaaaacacag 430 
actcnggaga caagaaagca gaggagagag 540 
tggaggagaa aacgcgcgcc ctgacggcct 600 
agtttcngaa actgcggaaa cactccacca 550 
gacgttaccc aagaatggac actcaaagac 720 
agcattttgc tgctacctica caagcctccc 730 
accgggactg gaaagggacc aggactgaac 340 
atgccctgtg ctgctacaga ggagaacaaa 900 
cgtccctgca ggaaaggacc gatgctgatia 960 
aagaaaacag atggctggag atgacat ttal02 0 
taaatcgaag tcgaactttt tttntttctt 1080 
gagggaggac agggagagaa aataccacgcll4 0 
gtgttcaaaa tatttccaag cctgagtat t 12 00 
aactgattat ttatttgcac ttat-acaat:1260 
gtagaaatcc aagaaagtaa gatgtcttcal320 
ggtttgtaaa aggtttctca tacatttcaal3 30 
tcttttacaa atccaaagta ctgt:gaaaacl440 
atgctaaaac gtaatctaat taaattccatlSOO 
atatgatata caaaatagtc tacaaagact:15 50 
aatgtcatgc aacaataata aat wattgtal52 0 
gtctcaaagg aaaaaacaag atggraaatglo 3 0 
tctctaacaa taaaagtraa tt ttagagtal74 0 

1755 



<210> 234 
<211> 1285 
<212> DNA 

<213> homo sapiens 



<400> 234 



gcctaggatc ccrgtgaccc tcaacatgaa 
ttgagcatga aatgaagaac gggacccctg 
agggcggggc cccgtccctc tacacggccc 
tggcgttgag ctgctggctg cctctgcacc 
ccaaggacct ggccatactc cagtgccatg 
ttggggccct gacggctgag aagctccggt 
agacataccc gggtgtcatg cacagctcct 
ttcttgagaa gctigctgcct cctgtctaac 
tcatggggga ctcagcaagc aagcgtggca 
gtccccaccc ttcctgacct gtccttttcc 
tggccgggcc ttccttcctg gccttagcca 
ctttcttatc catntccctg gaggcgggcc 
gcagctggag aaaggggccc agccgctgac 
cgctttgggc cccctcctgt gacctcaggg 
ccccaactga ttctgcccag ataatcgtgt 
atgaatgtgg ccatggcccc ggggtcccct 
gagtgctggt gaggaggtgg agccttttga 
ctggggggct gggccctgcc tccccgttac 
ggctggacng aggttrcaggt ctccccccag 
gagcagggag gcagtggggg aggagttgtg 
gtgttnrticu tgurgcgccc tggactccga 
aaaaaaaaaa aaaaaaaagt cgacgc 



gatggtgatg ccctcctgtc aaggccttga 60 
ccaatcgaat cgtcctggga ggcttttcac 120 
tcacctgccc ccaccctctg gctggcatcg 180 
gggccttccc ccaggcagct aatggcagtg 240 
ggg^gctgga ccccatggtg cccgtacggt 300 
ctgttgccac acctgccagg gtccagttca 360 
gtcctcagga gatggcagct gtgaaggaat 42 0 
tagtcgctgg ccccagtgca gtaccccagc 430 
ccatcttgga tctgagccgg tcgagcccct 540 
cacaggcctc tgggggcagg tggcaaggcc 600 
cctggctctg tctgcagcag gggcaggctg 660 
cccctggcag cagtattgga ggggctacag 720 
ccactcactc aggacctcac tcactagccc 780 
tttggcccat ggggccctcc caggcccctg 840 
ctcctgcctc cactcagctg cttctcagtc 900 
tgctgctgtg ggctccctgt ccctgggcag 960 
ggggggcccc ccctcagccg tttccccacal020 
cctccttccc tgcaggcctg gagcctgtaglOSO 
ctgtctcacc cccactccgt Gcccactct:all40 
tctcgtctcc tgtccccacg cggct:tttggl200 
taaaattaaa gaaatcgctc Gcccaaaaaal260 

1286 



<210> 235 

<211> 1230 

<212> DMA 

<213> homo saciens 




<400> :35 

^Zzc^<^cB.B.z 33.ocz^3.caa Jtazccc*::c~~ 
aggccrgcga zacrzccacg agaaaccaca 
acaczggaaz zccccizgcz gggtizcaztz 
Cctigaaat:"" ciaciiggcg cagaagccrc 
utacgcacaa zzzcz zaczg gucagagaca 
aagacr-gaa zc"a-aaaaa c-agaaczac 
c-gaaagaag gcgcacagac cgtaagaaaa 
aaagaacacz ccaggzzzzz rgctzzg-zzz 
gaaaaccggc ggcaczrtca catzranagr 
atgaggaaaa aatgczzzac caacgaagga 
tggagaaaaz ztiggzaczta gggtactzrc 
ttgttaaaaa aaattittctt aatcagtact 
tgaacnaaca gtcccaaaaa cnctagagga 
aaataaacac atgn-tittga atagttcaat 
gcgccaatcc ctctcagggt: ctccggcgaa 
gaaattggaa ggtagaattg taaactcaca 
gctgcctttc aatczatgcc aagtccttac 
tctgagtctt: acagcgtcnt aaactcaatg_ 
tcctgttcgc agtzcantat acctgcccca 
acgttggggt gctggatttt t ctccgtgcc 
agcttgtggt gaacacagta acctgcatzg 

<210> 236 

<211> 2323 

<212> DNA 

<213> heme sapiens 

<400> 235 




30 



aaggcc3agg 


aaagcz gaaz 


gc zagcagcc 


5 3 


gcagacaacg 




siaczgaaatiG 


120 


gac igcrtaa 


zacaggazgt: 


gt tgtgccac 


130 


cacggagacg 


zaaacgacag 


cgc t tcrggg 


240 


czggrgcgcc 


aagcacggat 


at: zgcan zgc 


300 


acagccagna 


czacaagcaa 


aacagagaac 


350 


aacceaagct 


zgzgazactt 


cagzgatzcc 


4 2 0 


"zzg- ttztz 


gggczzzzzt 


t - 1 zaczgca 


430 


gt:-tctatcc 


aacttcagca 


ccc acacrta 


540 


ggaaccctta 


aactagccgu 


aacgttaggt 


500 


aaggcaccat 


caaaccagac 


ttctgttczz 


6 5 0 


gnticttiacaa 


gtaatacacc 


ttgaaactct 


720 


cagtctgaga 


acacgtattt 


crattgtcct: 


730 


catgaattat 


tgactacgtc 


ttcatcaaaa 


840 


gacctncaag 


agtccggczc 


tttctcccag 


900 


gaacttcttt 


tataacggtg 


tacctcagca 


960 


agagtttata 


cttgaanagt: 


aaatatgnct: 1 


020 


cacatttttt 


tttct-ctct 


ttccacccctlOSO 


tcacagaact 


gatccccztc 


ctggctgtacl 


140 


tttagtcttc 


ggatacacgt 


tczczzcz-::! 


200 








230 



tgagagttza gctgcagcag aggggccaca 
caaaaaggca gtgagcztcg tgaagcctgg 
actttgacac gcggccgttt gaataagaga 
ccagtgagtc ttcgtcactc tgtctgccaa 
tgcttttctt. ctgaaatgta gataacrgcu 
acccctgtgt tcttgggtag gaatgggaaa 
gggaagtcac aagctcccgg atgggcggtg 
tctctctttg tcctctctcc cctcctgccc 
tctgggtgtg cacacacgtt tggagaaata 
agcttacagc gccaacgccg tttgtgttct 
aggcgctgag actgntgcct ggttacccag 
tctgagccag cggatgcaca gtccgtggcc 
aaatgttgaa tcatggttct gtttctaagt 
taatttgaca tcaaaattct ctcttgtgca 
cctcattccc cttctctgtt cacacctaat 
ctgaacctag gccagcttgc ttagcgggtc 
taatgtgtgg aaatgcagtc agcaagtttg 
acaaaaaaag cctcggtata attttgttcc 
gaaggaatgg gctacagcag gtagtggagg 
gcttacgggt aaggcctaaa aggtcacccc 
cacccccagg agagganggc cccaaaaacc 
atttctttca caaaaacaac ttctgaactt 
tatagtaaat tattitactgg aagatgactt 
ttcacacacz gatczacctc tcracgccag 
ggctacccgc accccactica gcccctccct 
atgaggacgg gcgcaccggg gaagggcgag 
ctcgtagagc cactccctgc ccgtccccca 
cctcgccctc tgttccagca accctggttg 
ggagcggacc caccccaggg ccrgctgagg 
tgcagttggc actgggttgg ggaggaagag 
gtttccctgc ttgtccagtt gtgagctgtc 
tggagatttt: cgacgaaagg tgtgctcgct 
tCcctgcaaa ccacaagata aaggtagtgg 
ctcccagaca cacacaagtc ctcaaaagtt 



gacagaagct gtggtggttt ttactttgtg 60 
aagttggcca tgtgtcttaa gagtggcrgg 12 0 
aggacaaagg gaggagaaag cacatgtgct 130 
gcaattgata tacaaccgtg attgtgtctc 240 
ttttgacaaa gagagccttc cctctccccc 300 
^999gcaacc tacaaagatt gttggggcaa 3 60 
gcttttcaca aaacatttag ctcatcttac 420 
gcccgcaccc tggaattgcc actcagtrcc 480 
gaggagagaa aagagggcca cgtaactgag 540 
ggccagagtg gagtgcgcag cctgactccc 600 
gaagctgctg ttccggctgc ccagccttcc 660 
ttcttcaggc ttatcgatga tgctttcrgc 720 
tggatctttt tzgttzzctc cttgccaccc 780 
ttgggccctg ggtcattcaa acccaggtca 840 
gtcttgaaga gtaggtagca gcagtgtggg 900 
accctgctgt gaagtcctgg caggtgctgg 960 
ctggggagtt cgataaaagt ataaaacaaal020 
acgacttctt ctgtagcttt acaccagaagl080 
aagagggggg tgagcaggtg tattaaaatall40 
tcggccccct ccccaaaaga agggcacgggl200 
ttatttttiat acatgagagc aaacaaacat 1260 
atcagtgttc tgccgttiaaa aacatccct:cl32 0 
ttttaaagct gccgttrgcc ttggctcggc 13 80 
gcagtagagc czccccgccn ctgaggagcal440 
acccctcaag acctga-gaa aattccaaccl500 
aaggagagcc cgcccgcrca gggatccaggl560 
gagatgcttc accagcacct gcctctgagal620 
gggggtcaga ctzgacacac tttcaggt:tgl680 
acagagcagc caggccgccc tggcLcact:ci740 
agctgatgag tgcggcctcc ctgagctggglSOO 
ctcggtgtta ccgaggczgt gcctagagagl860 
ctctgcgttc catcttctct ctcctccttgl920 
tgtgtcncga ccccaccagc ccc wCacccal980 
tcagctccgt gcgtgagatig t:gcaggtztt:2040 



ga~zaqzz3.z zz 



31 

rgggaga zzaaaazcga acacaaccra aaacgaaagc acacr~ z~ zaC 1 vO 

jCcacca aaaaaaacca -tigcgcacaa n cgggcc c ~ caaac c " -acl 11 ~ 0 

iaacaaa -a~a~i:c:~ac gcagagnrac agtcacaaag gr -caz-zIZ 3C 

tgcc--c c'czgaaggg aaaaaaaaaa aaaaaaaa Z3Z3 



<210> 12- 
<111> 1^5" 
<212> 2-MA 
<212> hcr^.o saci: 

<400> 23- 



tgcgacaccg 
tccaaaccag 
atgagraagc 
gtgggagrca 
agtgaggaag 
tcngccratg 
tagta-raag 
tctgacatg- 
gaagac-aga 
aaacraacca 
tacctccaca 
gtgaaagaaa 
ccacrgc-g- 
tiggtgcrggc 
ttatcccc- t 
taccacagt r 
catatgaccc 
ccagaagcca 
ctgatgaacc 
agctgctgaa 
aagtcac-gt 
gatctaatga 
ctaatn-- tc 
tagtaccaac 
aatttctacL 
atcgtcccgc 
tcagagcact 
tgcttccagc 
acattcgcat 
aagttn-cat 



ccctgaggc " 
gcaaacgac r 
aagcagggcc 
aa^agaactg 
agaaaaaggg 
tat t-gccag 
gaaagacagc 
gaa- z t ~ t c t 
a c a a t w a t gg 
caagataggt 
attgt tctaa 
aac tcacat a 
ctttccttaa 
aaatacatag 
tztctct-cc 
ctatt tgact 
cgcttgct ta 
tttgcctggt 
tcaggacaac 
gagtgggct t 
gacttgagta 
atgugtctgc 
gacaacttta 
aatttcatta 
taactttat t 
aa-gatataa 
gataccagat 
tatctgtgat 
act cgcaact 
tttgcagtgg 



catccgccta 
t ccggaagag 
ata-ggttaa 
tggtagaatg 
aataagaagg 
caccaaaatt 
agugg-ga tt 
ttcaccagtt 
aggtactgaa 
aga- -ga- tc 
tcttcttccc 
ccacaataaa 
tac tagcagt 
gcaaactgtt 
tcactttatt 
cccacttgta 
ctcacattct 
tcgaaatatt 
gtctacacac 
ggaaccagac 
gttacagact 
ttaccttgtt 
aatgagtttc 
acctgttctc 
tgct-gagca 
gggt tacatt 
attttcagtt 
aacctgt-aa 
atatttctgt 
aaaaaaa 



aattattact 
agagaaagga 
acatggaatt 
ctttgggtac 
gaggaatgta 
cgtagagtaa 
ct tataaag- 
aattaactgg 
ttacacaagg 
acttcatttt 
actgtttaca 
aataaacgca 
ggaaatgtaa 
gggagctgct 
gcacaaca-a 
ataactccr t 
ccctccctct 
ttgtagggac 
acacacatac 
ttccgtgtcc 
gattccagtg 
tccttttaat 
attcacttct 
aagtggttta 
cactgatcaa 
tttgtgtata 
tgttctctgg 
atattaaaaa 
aaacagctgc 



agccacccct 
aggggagagg 
t tttaaagga 
aggaatatgt 
actagagcag 
gccact zaca 
gagtatacat 
taacttgtaa 
agattaaaa t 
aatctcct 3g 
aattaccagt 
tactcactt t 
gtggcttact 
ctagctacat 
ttcctgcacc 
taaaaaattc 
ccccttcctt 
tgcttattat 
atacacgcac 
agtaaaaaac 
aacttgatct 
tgataagctc 
tttacttaat 
gctaccattc 
ccactgaact 
tggctttcat 
gggaatttca 
gatattt-gc 
agtcaaaaat 



taccaaatat 
gagggagaa t 
gt tat tacaa 
catgcaat aa 
ct zccaacag 
1 1 z ccac t gc 
ttattct ta3 
acagcgggaa 
gaaatgaat :: 
tgtaat t cag 
taat taact c 
ataaaaac ta 
Gcacaaattt 
tcctccct tc 
caaagcat t c 
catgtttaac 
tctctctctt : 



50 
12 0 
130 
240 
300 

3 SO 

4 3 0 
540 
■5 0 0 

5 5 0 
720 
^30 
340 
900 
960 

.020 



actatttcaglOSO 
acaaaatctc 114 0 
tcctgcactgl200 
aatttcttttl260 
caagtagt-gl3 2 0 
gttttaagtal3 30 
tgccattttt 1440 
gccttcttccl5 00 
agttgggatt 15 5 0 
tttgcatctal620 
ttccattggal6 8 0 
aaaacactgal74 0 
1767 



<210> 233 
<211> 2311 
<212> DNA 

<2 13 > homo sap i ens 
<400> 233 

catcgctttc accggcggcg 
gcccg-gcag tt ttacaagg 
ggagattccg ccctccctg? 
ccccgccatc acccacctca 
cgcgtccagc cagaccagca 
cgtgaataac az-ztictagc 
caaatggcgg atcctatcgg 
caagctgccc atctcgctca 
ccctggcztc gggctggccc 
ctcactgc ag accatgcccg 
ggccatgaag cgtccccgca 
gtggacgtca ctggccctgg 



gcaacatcgt ggtggccacg 
tgtgcgtgac gtgagtgagc 
tcatgcgctg caccaccgac 
agttcctggc ccgggacatg 
gcatcgtgga gtgctggtcc 
agatctcccc cgtggttggc 
ccaccaacga tctggaccgt 
ccaataccga cctcaaggtg 
tggccttcca cgacggcagc 
tcttctacag ctccgcggcc 
ccgcgggccc cgccgtccac 
tggggactga cagccacgcg 



gcggacggca 


gcagcgcgtt 


50 


gagaagtgcc 


gtatcgacac 


120 


ctcaaccgca 


aggacaagt z 


130 


tcggagcagg 


tgcttctgtg 


240 


ctgcgcaagg 


agggact cc- 


300 


gacaaacagc 


ccacaat t c t 


3 o 0 


gtgtcggccg 


cggcgctgcc 


420 


gccagcgaca 


cacagttcta 


430 


gtccacatcg 


tgcaccggct 


540 


ccgaggcctg 


tggatgagcc 


600 


t t aaaggc ta 


tgcagct at z 


5 5 0 


aagctgagcg 


tgczccgccz 


-2 0 



ctcaccnrcc 
gcrggagtac 
caacac a 
ccrgcaccag 
gccccgcacg 
ccccaccc" g 
cgaccggc t g 
caaccr caag 
cttgcagngg 
cctgcrgagg 
atngacggcg 
ggccaccrcg 
gatcrgcrgt 
ctgcctgctg 
cctggntagc 
gctgcctggc 
caagaccgac 
ctgcaccagg 
gcagtgggag 
cctcagctac 
cctgagcccg 
ctcagcccgc 
gcttctgagg 
aggaccccca 
caggcggacc 
gagagcgctg 
cgcccaagaa 



atgggccacc 
cgcacggrga 
cacagcczgg 
gccc-ctcca 
gcgacccgcg 
aagccgcrgc 
accgagaccc 
acggaggaac 
gtgggcgact 
ccgggccaca 
gncacccgca 
gacacccagg 
cgcgacgagg 
cccagccagc 
cgcccgcagc 
agtgctgcca 
cacccgcgga 
tgcggctgtg 
cagcgctgga 
ccctgagccc 
gccgctgcaa 
ccngcagggc 
aagcccctgc 
gatccctgga 
tcgtggtgac 
aacctggaca 
aaaaaaaaaa 



cgctggaggc 
ccggccacga 
~ ggagaagc ~ 
cccgganccc 
zgcgcgacca 
cgcgccccca 
gcaccaagac 
■:rgcgccgga 
tcgt gcrgta 
gcrctcngcg 
- czggggcct: 
acagcacgcc 
gcccagcgag 
tgcttatccc 
ccaagcagcc 
ccctgcagct: 
ggctgcaccr 
tcaccatgct 
tcaagaactg 
agctgcccct 
gagccaccgc 
tgttgaaggc 
en t tgcccag 
ccatcrgcat 
ccggc-cggg 
agcagcggct: 
aaaaaaaggg 



ggggctggcg 
ccggcgggac 
gcacgaggag 
ggccatgaag 
ccacaccaag 
ccctcrcaac 
caccgacgcc 
cacgaacaca 
cctgctggcc 
ggacggcacc 
tcngaagccc 
Gctgctcttc 
cgagccggac 
cagcctggac 
ccttcgtctg 
cgacggcctc 
cggcgcctgc 
caagtcgccc 
cctgtgcggt 
cagctactcc 
tcgccctgga 
cgtgggccgg 
ctgggcccgc 
ccagaggacc 
cgtctcctcg 
gggaaggaca 

g 



c:;gcggcacc 
accczgcngc 
-acacgcgcc 
gczzcgczcz 

acgccrgaca 
gacaccgaca 
ccgcaggcgc 
agcccaccca 
ccgctgggca 
agctgcccgc 
cgcctgctca 
gaggcgctgg 
tggctgccag 
cagtttggcc 
gccagggccc 
cccacggagg 
aacagaacca 
gggctctggc 
tcagctiaccc 
ctctcctcgg 
acgcc tgcgt 
agcccacaca 
gtccgtgacg 
gntcccttgc 
ggtccaataa 



tgctctccct 780 
acgtgcagcc 340 
agaccgcrgc- 300 
gcaagctgtc 960 
-cgccat cagl02 0 
agagccccgglO 8 0 
aggccacgac 114 0 
t:gcagcagccl2 0 0 
accagggt: t c 1 2 5 0 
cgcttcgggal3 2 0 
ccgtgtatacl3 30 
ccaagct.ctgl4 4 0 
tggatgaatiglS 0 0 
ccagcgacggl5 60 
gggcgcccacl62 0 
caggccagccl6 8 0 
aatgcaaggcl74 0 
cggcggtgaaiaoo 
ggcgggtgcc 1860 
ctcagct:gccl92 0 
cgcggt-aacl9 8 0 
gaccagcagaZ 04 0 
ccact:cuccc2 10 0 
gccgggggt c2 16 0 
ct:cacccgcg22 2 0 
acgccccctg22ao 
2311 



<210> 239 
<211;> 1772 
<212> DNA 

<213> homo sapiens 
<400> 239 



tgggcgctgt 
ctcacacccc 
gtggcgttcc 
gcggggagga 
ccgctgcgcg 
cgcggagggg 
C9t9gctgac 
ccccagcaac 
ccgcttcacc 
atctactgtt 
gagcaaggtc 
ggagatgatg 
tttataaaca 
ttacaagatg 
ttggcaagaa 
taacttttag 
atgctcagtt 
cctcattcca 
atagcctcac 
ttgatcctac 
atccccccct: 
tacaccactg 
tcctccaggc 
cacaaaaaca 
caaataaaaa 
gctctccatg 
ttctcattcc 
attgaacggg 
get tac cgaa 



agtccggccg 
agtccgcagt 
agctagtgag 
gcttcgcgtg 
cgagccccgt 
gcggagggag 
acccggcggc 
ttcctcgaga 
acttacgaaa 
agaagaagat 
gtagttcccc 
gaatatttga 
aggtcgctgg 
aaataataga 
ggggcaaaaa 
catgctgcac 
ttgttttgtt 
gcctctctat 
aaacccgtta 
ttgcacagt t 
ccccc-ctta 
gtttccaata 
ttgtaacacc 
aaagcaaac u 
ttaaaatgca 
agtgactact 
tgtaactcca 
gtactcttaa 
tcac - ntgaa 



gaaccrgttt 
gcccctcccc 
ccgtttctcc 
cggggcgaac 
gtccccacgg 
cccgcggcgg 
tgatcaccaa 
tcgatgtgag 
tcagggtcaa 
acagtgactt 
cgctccctgg 
tgacaatttt 
tcatcctctg 
taaaagctat 
cgtgactatt 
agaaactggt 
t tggcagttg 
ataaatagct 
t tccagcgta 
t t tgcgtctt 
atttgcgatg 
ctgcacacac 
cttcacatgg 
tatacactaa 
tttctgatat 
taagtcactt 
ttccct-ttaa 
caacaacaaa 
gcactttgtg 



gcgaccccga 
agcctcggcc 
cctgggctcg 
gcccgctcta 
cgggcagcag 
cggcagcagc 
gccgcagaac 
caacccgcaa 
gacaaatctt 
tgaatggctg 
gaaagcgttt 
attgaggaaa 
gcacagaacg 
actccatcta 
aatgattgat 
ataacatgcc 
acaagaagtt 
ctttcttgct 
atctgcagtg 
gtttgcttct 
tcacttgacc 
aagatacata 
aagattaatg 
aatcactcgt 
gcactgattg 
gttgagaggg 
acagtggtga 
agtgatacac 
tacttgaaaa 



gtcccatgac 
gggcctcccg 
gaggcggaag 
cgtgctcgtt: 
cgccggcggc 
tacagcgaaa 
ctgaatgacg 
acggtggggg 
cctattttca 
cgaagtgaat 
ttgcgtcagt 
gaaaacaagg 
aacgttgtct 
aaataagaca 
aagcaccagt 
ttcagtacac 
aatttgcttt 
gttttaacgt 
tcgtaactaa 
tgcatctgat 
ccatttatgt 
cttgtgtgca 
agggaaatct 
cnaaaaatcc 
tgttgcctcc 
attatctact 
tatcaaatat 
taaaaaatgt 
ctgctttata 



accgcttctc 60 
ggagccgggc 12 0 
ctcgaggggc 180 
ctcttcgcga 240 
ggcggctgaa 3 00 
tggcggagac 3 60 
cctacggacc 420 
tcggccgggg 430 
agctgaaaga 54 0 
tagaaagaga 600 
tccttttaga 660 
gctggagcag 72 0 
tcacatgttt 780 
tgcctgaaat 840 
gaagaagttc 900 
taacactcat 960 
agtaaaaatcl02 0 
ggtgcacactl0 8 0 
agttacrggcll4 0 
taactagaacl2 0 0 
gcaggagt:acl2 6 0 
gaaagtacccl3 2 0 
t:t:atat:t:crgl380 
aagntgcci::: 14 4 0 
agcttttttt 1500 
aattacatacl560 
acttccatccl620 
attgctnaagieao 
acctca- 1 t:al74 0 



:aaaac:c:a3 z 



' — aaaca" aaaa-_ :i:aaaa aa 



<2io> 

< 2 1 1 > 2 4:; 
<21Z> -M.-. 
<213> hc-c 



<400> 24: 

cac-ac-"^ 2aa-ac = = tg acgtga-aaa =:gc:c = agc cgcagccaac 50 

Ital-'a"-:^ :::f^''"-^ aaraaaa-az cgcagccat- aatggcgtgt C = gaac = gaa 120 
gaga.ac_ag gag=,cagagc cgaag = gcag cacrtctiatr c = r = aaaaac acaa:----, i^o 
tllt-TJJ- tlTalal^-lt ccrgcagtcz cagctacccg agaggcSgag gtgag^gg:; 2^0 
aaaaaaao-- ^!?^^5t:.ca agaccagcct gggcaacaca gcaagcc=c= ggcCcaaaaa 3 00 
aaaoa—^a ^rrr^rr^'' a-taac-cca t:ci: = tt:aaaa acgtcacgac cacaaaarra 360 
actc^a-"? ggctcaat=a cagaggcgaa agtgacc-cg gaaancaci- 420 

accc-au... ca.^u.acac agacnagaaa aactgaggrc atggcac-aa cttaagca.— 430 
ccccagcaag gcaacccagg gactacaact ggcaacccca acccctagac cagJSc--; 540 
cctac--..r tttgcan-gg cctccsaaag aggcaacgaa Cactaac-cc tgacaccaaa 500 
HtlT-tttt ?3ca.gaggt gggagga= = c ttttctccct gatgggaaac a^^gaacaa" llo 
aaaaa-_...a ^^^..cgacg gaagagg-ga c-caacaacz =cac = aacaa ac'-aa-^-- 
cca.gt.-.g Cag.tr-gnr atcacrgaac cattggggc. ggaacctg^c caaacaa=-- 73- 
tatc.gcra gccagcaau. atgc-ggnac cttacgcaca ccttcccaca c---ca-a-- 3^^^. 
t^^^"::!^ ctaacagtcg tacrtaagag gtaaccctac ^aaagcagaa cgagacc^Ia 900 
tatgt.-a.-g aaa^aaaaga gtttgcagtg gaacgacact: ctcaciccac c;c-=crcaaaa 960 
ctgagctcza ttcaagacgg aactgctatg accggcctac ccaaagcr^c ac^^-'-ra- - -o^O 
acagactatc ccacagacca tagacccacc ctaaaaggaa aaat^ccaca .-acaa--aac~OSC 
cagtggaaaa cgtgctcaat gctacggtgc gtcaggcccc c=gt:ctacca g^^ttZZtZzT^l)^ 
^r'Z'Z'lZZ-t 3ff=^=3=35a ccccacacgc accaaacagg -gaacccggc ccaec = cz==i-oo 
t^"^^::" tu.-gcacac ttgcac-t:ac atcctcctgc actaaaagaa acaaac-.ar = l2oO 
^^^^^""^ gtgacaacat aaaggaacaa aagatggggc aatagCcgcr Ccc=aactaal3 2 0 
t?Stc"aIa a"-acto" f^^^"^^^'^ atttaaaaag cnttaaaaga .ttatgaa^cia^o 
ttgtcaca ac.cgctgaa tacrcatccg tct:£ttaaac tcccctcggt gtatgqat-aT 440 
^ = tttcatcgcg aaccagggga aaacgcniat cattSa^tlsSS 

tclc^'aaca: Inl^^tt^^^ gtacaatcca caagacaact gaaagcaaca actgctggSclSSO 
tcac gacaa aga.tataaa aaccatcacg ttcaaagtag agtttttagc caaggt caaa^ 52 0 
aactaacc-g gggctgagtc agcgtctcta cccacttaaa taacagcgia aagllctt^^'sao 
tcatatc'-I caaa^^^?'" tgtctggatg taaacctata CacttccLt tglaacag^I 7! S 
Jaacgga^cl tt?^^a^-^^! S=^=^^ = f-9C atagctttga ccgaatgtcc accctca!cgl300 
ll^l^ttf-^ tt.^.a.cta tgcagataac acacgcttct aaataccgtt tCctgttta|l360 
mir^^^": tcccaaccca aatrggggac tgaggagaga gaaaggtggc tacccctat?i920 
accgcgccat attcttcttg ctgcttttca accccacgcg actgEtgatc gacggc^S-^^ 980 
ctataatgtzg cgcgcccttc aagtctcaga aaactttcco aatlat^tca cttcIaCc-2 0 ' S 
aattgaaccc aagagccaaa gttattactn tctccgaacg tgttCgtgac ctCctQtCa-7 1 00 
^aaic^P?- ::?aac^^a;^ tatggcacac aagct^tag? gLta^t^tt tgtac?gcaa2 
aaaac.g^.^ agtaactcat gcacatgtac cccacatctt agtgtgctcg aagtgacaac^220 

cattc?'-g? cT.ttlllt "-^"9^- actttaccct g?g?tLaa| gaL?cta:a2280 
cattccn..gu cctatcaaga tgacaaaagc agaacgcaac ccctttcrgg aagc-ccgcg^340 
aatcaaa?r ^^^^^^^^^^^ tttntaaaac gaatacaaac aaagt.ag?! acfanc^t'I; 'oo 

2409 



<210> 241 

<211> 25?4 

<212> DNA 

<213> hoTP.o sapierxs 

<400> 24 1 



cgccctt-tt tcctccactt tcttacgtac 

tcaacac-ct ctccgccuza aaaagaacga 

gagctcggtg tat-ntcatc aagtratgtg 

tccaaacaaa t:gr:~gcgcac t c t: c ~ c ti ~ ca 

aat-ccaa-g aggaggaaga cacaaacara 

aacaggcrgg acaacccaca tcagcctzgt 



tcatcnactc attrctcaaag tiat: t tagcac 50 

ccttacaaag ggacagaaaa gagaagacac 120 

gcagagaaat ccagatacca ccaggacc"g lao 

c-cggatagc cacttzatag tcggaatarc 240 

agtgg-aaaa agaaacacga cccccctraa 300 

gggt:ggagac tagtatrcga cccctaccar 360 



acaaaacar- 



craagc - r3g 
gcaccc-acg 
ggaaccacac 
gccc-gacga 
gctggagaag 
ggcaggcaca 
at agagggac 
tgccagggac 
gtccccaczc 

catggggagc 

aacac-ggca 

ggggctgccr 

cctacagaca 

aagtaactcc 

gagggggggg 

caaccticct c 

cccgccctga 

ttattctgtt 

gcagaacgag 

acctgacagg 

taacccagcr 

tacaactrgt " 

accccgctc- 

cttaaacacr 

ggaaatggga 

agcgtcagc- 

cagggagagg 

ctggggatgc 

cccactaaac 

ggtgaaaggr 

tgactact- w 

gaaatatcng 

ctgnaaatag 



c 1 aa cazggr 
aagr ~ gaaga 

aaaacgaaaa 

~r -9^9" "ca 

■gacgagaaa 

-zcaagaaga 

agcgcgcaga 

ggac-agggc 

gtrragcrcc 

tgtggcaggt: 

gcrggagagg 

agggc-ragg 

aagtacacag 

ccaccgtggg 

agccggccag 

gcccagggtc 

Gcatcactct 

ctgcaccctg 

ggtgcccatc 

agccctctct 

cccct-cccc 

ctctgtaaat 

tcactacacc 

tattcatttia 

tcctggaacg 

tiagcacgcta 

ccgacrcat t 

acatttcctc 

gggtgtctgt 

gctcggtggg 

ctgagaggga 

'^ggggccaag 

accccgccac 
agaaggcgaa 
tgcgcgtgac 
cttcgctgac 
cgcc 



acacggga 
gccaa~ ggc- 

aczaaacaca 

aagcggga-g 

acagcgg-ga 

aaaccgac ca 

— -C~cagaaa 

acaaggagag 

tgcagagacc 

ggcgacccac 

ggac t caagc 

ggag-rrgtg 

ctatgcaccc 

actgaaaccc 

agccgccgcG 

tctcaccgtg 

ttctcagctc 

aaccaccccc 

gtgctgaggg 

cccgcgagag 

acgact cage 

acaagatgtc 

aaaatagttic 

catatgcgac 

tcgctgtacg 

accagcccag 

caggcagcat 

acctaacctg 

tatccctrtc 

CTitggctiaga 

agtggtggca 

gcctgtgggg 

ctccatgtcc 

ttatgcgagt 

taatttattt 

aagcgcgtgc 



aaacaccga- 

cgggtgacac 

aaaczcacca 

aggcgggaga 

gaaccacgca 

ggaccacatc 

tccataacaa 

cagcaggaag 

zzczzczaag 

-agct-ccca 

Gcaccactgg 

atctggctgg 

agtagaagag 

tccgtttccg 

tgagccgaac 

tgcancgagg 

gtgtaagcag 

gactggag-c 

cattcctgt c 

tgtgaccgca 

ggaagccacc 

cgacagaagg 

tataggaaac 

tat-atttag 

ccacatttgc 

atgactgaug 

ttcccngagg 

tgcacctgaa 

cct-tgcttt 
gccgtgggtg 
tttactgctc 
cctgtgaact 
cctctacagt 
aaacatggcc 
ttattattgc 
ttcctiatggc 



ggcz-cccca 
gngccggacc 
ggaa c ccaca 
gaggcaagaa 
aaaacaaaac 
acac tgcgcr 
catcagtt la 
gacr ccarga 
accaggacca 
-aag" ~ggag 
^ggtggaagc 
gcaacgtgac 
cc- taggcga 
acttctgcca 
gcggcctcac 
cgtaccgagc 
agccatggct: 
tctgcacct- 
cattccagca 
agagggngaa 
tgcracacaa 
acacact" eg 
atgtattctg 
aatgtgttaa 
gtgaaagcat 
tctnctcctc 
- ttaagatca 
cctgattgct 
atccacagac 
gtccccgttg 
aggcaggtgg 
cgacacttcc 
gcacagccag 
gttaaattat 
cgttttccct 
aaagatacaa 
nttattngcg 



caaaacgtac 420 
caaaaagacr 430 
-aaac~ac~"a 5 4^ 
rtccagcrga 500 
ccacacacac 660 
'tgcac-rgcz '7Z0 
-caacgcccc ^30 
gaaccc'cag 340 
agaagccaca 900 
ccccccagag 950 
agaggccgtr 102 0 
gcccagggccl030 
tttgtzrgg!:ii40 
ccctgtcagcl200 
gtctcagagal2o0 
ggcaggai:ggl320 
tgcctaggacl330 
t gc aggggc a 1 4 4 0 
gacaatgatglSOO 
aacttccagcl560 
accaatacccl620 
ttacaac - -al35 ■: 
aactcra- 3*: 0 
ctttaaagggl z C 0 
gtgatcacaciSiO 
agtccacagr 1920 
aacataaat wl9ao 
actttttcac2040 
att:tggagaa2 10 0 
tt:agactggc2160 
ct:ggcgggga2220 
actgtccct:g2280 
gagcaaggaa2340 
tacataagca2400 
t:cagcaaaaa2 4 60 
taaaccggt:n2520 
ttctgttntc2530 
2594 



<210> 242 
<211> 1012 
<212> DNA 

<213> hcmo sapiens 
<400> 242 



tgaactggag aggtgaaggt 
tcaaaaaata aataaataat 
cactttgggc ggccgaggcg 
caacatggag aaaaccccgt 
tgcctgtagt cccagctact 
^gaggttgca gtgagctgag 
ctccgtctca aaaaaaaaaa 
gcactgctcc atggccagca 
aatacagcta ttctatggcr 
Cggaaccacc agtatcttaa 
agtccgccac cctacatgaa 
acagcaatt:: gaagaaggaa 
tgctgcaaca gtaagtntag 
gttaccatgc gtgaagatta 
ttaaccactg attttatatg 
gtctgttgtt aacctctttc 
ttcnarcaat gaataaacag 



tgcagtggcc tgagatcgcg 
aaaactggcc gttcacggtg 
ggtggaccac ctgaggtcag 
ctctactcaa aatacaaaat 
tgggaggctg aggcaggaga 
atcatgccat tgcactccag 
aaaagagatg tttttcattc 
agtcatattt cataatgtgg 
actt:--agtg ttcttgtggt 
aCTitccaaag gaaccttgga 
ttacgcgctc aaatttgacc 
aaacgaagag agtttctagt 
tcctc-nata atatctctaa 
ctttgtcaaa agcaaaagtg 
tctaaatcac gccaaacaaa 
tgagtacttg gattgggata 
aaaacgt-ag taacaaaaaa 



aaacagagcg agactccatc 60 
gctcatgcct gtaatcccag 120 
gaattcgaga ccagcctgac 180 
taaccgggcg tggtggcgca 240 
atcacttgaa cccaggaggc 300 
cctgggcaac aagagtgaaa 3 60 
ttttcatgnt atctatccaa 420 
attttccaaa ataactactg 430 
atgtggtgtg ggagtgttta 540 
agtctaccac tctaaacgaa 600 
aacccagttc aagacacaaa 660 
ttaatgggct aaacncttgc 720 
atgaaaaatc acaggtacrc 780 
gtcgtgtgat atgctaaacg 340 
ctacgtctgt gccacccagg 900 
aagggcttgt actatgcacc 960 
aaaaaaaaaa aa 1012 



<210> 243 

<2 12> DMA 

<2i:> home 3aci^ 

<400>- 24: 



35 



tgagacggag 
Cgcaagc-cc 
accacaagca 
tcaccgt-r- 
cccaaagtgc 
cattczcccc 
ctaaagtatu 
ttgtctctgc 
ttggaacatt 
tttagaaaca 
tagattatga 
gncaacnttit: 
ctancaatct: 
atcatr- rr- 
gtatrccnac 
gntgtgncrg 
tctgggacg- 
gatttattat 
ttccccgacc 
gtattttata 
aaaaca 



rcr cgcatcn 
gcc" r ccggg 
Gccgccacta 
agccgggatg 
ngggat-aca 
cacccctctc 
ctcctttcag 
gatcrcttat 
tagtactcct 
gattaggttc 
aacanggcta 
cttgcntttt 
tnatcagtgc 
t tcttnac 
gaaacacngc 
nn" ~ tgacat 
gnggannaag 
ttc-c::caaa 
cgtccacttc 
tgtataattc 



gtcgcccagg 
titicacgccac 
cgcccggcta 
gtctcgatct 
ggcgtgagac 
ctgggtgaca 
agaanntttt 
ttatactata 
gcaac tggac 
caaacagaaa 
taattggctc 
gaaanntcat 
ttgnaaancg 
taatncagaa 
cgggt tggna 
ttiataagctg 
gggtgtgagc 
taccaaccna 
cggcgccaaa 
tnacacaatc 



ccggagcgca 
cctcccgcc- 
atnttttgta 
cccgacctcg 
cgcgccccac 
taagagagaa 
tttggaggtc 
ttattgtccc 
ttcccactta 
gttcnaangt 
ttttggattc 
ngctngggta 
ggcttncctt 
gagagnctgg 
gtaaaggcaa 
gcactcatca 

^gtgggaaga 

gtaagatccc 
gattttactc 
aaaaatagac 



gtggcgggac 
cagcccccca 
tttctagcag 
tgatccgccc 
actacgagtg 
ataaccntgt 
tctaatatat 
atgtactttc 
acaattatac 
gtaacaacna 
ngataggggc 
angaggtaag 
ngaattcntc 
ggtagaagnc 
aaacagcnta 
acactcctgc 
attgnccctc 
aaataacttg 
atcttcttag 
ttttgtncta 



cccggcucac 60 
agtagccggg 120 
agacggggcti 130 
gcctcggcct 240 
tttctaacac 300 
agtacagcag 360 
atttcccccn 420 
taaactgagc 480 
agactttgct 540 
acaataaaaa 600 
aagatgaaag 550 
gnaatnccag 720 
canggnccct 730 
cccatngcct 340 
gacacaccag 900 
ttcccctttc 960 
gtaccccctgl020 
agaaaaactglOSO 
tacattccacll40 
gtngaaaaaal200 
1206 



<210> 244 
<211> 2514 
<:212> DNA 

<213> homo sapiens 
<400> 244 

aaggtgaaga gcggcatccg gcagatccgg 
gaggcccgca tcgatgaggt ggtgtcccgc 
gtggaccggg cccccctgcg caacaagtac 
cagctgcaga agcgcgggcc gggccaggag 
gatcccggac tgggtgcatc agctggtgac 
cgagggcctc gtcaacagcg cggtcatcaa 
ccacgtggac cccatccaca tcttcgagcg 
ctctgcgctg tgcttcggct gcaagttcca 
gctttccctg ccggtgcgca ggggaagcgt 
aatcactcac tgcatacggc ctcaggacat 
gaagacaaga ttagatgcac cccggttgga 
acccagctat gcttcagatc gcctgtcagg 
gcggtcccac cgcaaggcag accctgatgc 
caaggaagag aaccggcgct cggtgctgct 
ctctgagaac tactggcgca agtcatacga 
cagccctgcc cgaaaggtga agatgcggcg 
actctggcrc atccctacgt agtngcccct 
attggggggt ttttgttttt tgttttttgt 
ctwgttgccc gnraaggctg aagaatagaa 
gtattcctcc tggatggaaa ggctgttggc 
tggccagcag aggtggtgga gcagagcagc 
gtttatttaa aagcaacaaa atgttctggt 
cttcgcagtg ttctaaacaa agttcagtct 
gcacttggct: gaggtctcct ggagcctcac 
catccacgcc ctgcaagctc atgcaaacac 
ggttgcccgg gcaggggctt: aaacagtgcc 
ccccccaggc gtcctccaco cacgcccact 
ctgaggggct agtgcagtgg tcctgacctc 



ctcttcagtc aggatgagtg ctccaagatc 60 
gccgagaagg gcctgtacaa cgagcacacg 120 
ttcttcggcg agggctacac gtacggggcc 180 
cgcctcttac ccgccgggcg acgtcgacga 240 
ccagaagctg gtggagcacc gcgtcatccc 300 
cgactaccag cccggcggct gcatcgtgtc 360 
ccccatcgtg tccgtgtcct tctttagcga 420 
gttcaagcct attcgggtgt cggaaccagt 480 
gactgtgctc agtggatatg ctgctgatga 540 
caaggagcgc cgagcagtca tcatcctcag 600 
aacaaagtcc ctgagcagct ccgtgttacc 660 
aaacaacagg gaccctgctc tgaaacccaa 720 
tgcccacagg ccacggatcc tggagatgga 730 
gcccacacac cggcggaggg gtagcttcag 840 
gtcctcagag gactgctctg aggcagcagg 900 
gcactgagtc tacccgccgc cctcctggga 960 
ccttttgttt tgagggtttt gtt:tt:t:gtt:cl020 
tttttttgat tctatatatt tttccttggt 1080 
ttggccagga ccnaggtccr cacactctcgl 14 0 
atcaataggg gacagaggct gacgctggagl200 
catcttttaa gtggggctgt atcaggctggl260 
taagaaaatt attttgcttt cagtgtaaatl320 
tctgctcgcc cctttccctc actgatgtct 13 80 
aggctctgct gttctccact t:ctcacctgcl44 0 
cctttcttcc tcctgcggca gagt tgttcalS 00 
agcccctgcc atcccaaagc tattgttaagl560 
agcctgccat gtccacagtt cct tgggctgl52 0 
tcttatcaag agcacacttc tttgctggt t: 168 0 



gcc-zaaaaa 3rrz3-craa czacaacgac 
tcctcacg-c a-cc-rctaa .Taacccccc: 



36 

ggaacag-3 agac-~^cca -"^zz^qgrza' 
ggcgc-c-c ccaagzz-ag ^a- z-cicqor : 



.^--z^zc actggccacc . t gcracc- cal 

gcc- gccccacctt gc-zgcrggc aacacacaczl 

caagcccaaa acrcaaccc" ::"^cac--'aci -ar-— - .-^^ - ^ 

w^X-^^Z ' 11^ ^>--.^a<- w^-ai_-,^. ■-■-„„g. ^ ?9g"^cggga2 

gcrggcgaag g9gcr__raa aaaazaacaa gaaaaaaaaa lycaaaczcir cr:c;raqc" " -2 

catccacrza gaccc-ggaa ggcagcaagg tz--gt:gcac 5-aca^-ra- rScaaacaccZ 

tncti-gccac zcraggccagg acccgggci- gccaagagca gaggcccrcc caiSaaccacI 

gataccacca z gggggc tz-gzg-aca gaggcccgcc zzzaaaaczz razacGc-c:^- 

agaaatc-gg ggcagccacc a-caagaagc ccctczcagg gcccagaacr ccrrtaccaa2 

cgcggacrzc -caag„cggg accgcacaac taaagcag-- gcagc--tac t-zrtr-acaZ 

gcctr.u^cc caaaaa-ga- c-gi:ag--gi: grgtgcagca cctcgcccra at:argn3-ac2 

CCwacaa^aa aaaccaaanc caatacaccc tgaaaaaaaa aaaaaaaaaa aaaa " ^ 2 



.SCO 

930 
040 
100 



340 
400 
4 60 
514 



<210> 245 
<211> 3503 
<212> DMA 

<213> hcmo sapiens 
<400> 245 



gcagttggat ccccggcggg -gcggcrcgg 
cgatgctigc^ tc-acacggc ggggacgctg 
ctgcTigccgg cccgggccti ccagaaggc^ 
ttaaggaang gcacrgaggc accrgacccc 
cagncc-ac- -cr-caa^g- caccaa-cca 
gtggaagaag cggggc^ata caccracagg 
ggagataatig gaacaacaa- accrgctigr- 
caatctgc-g gagacccraa aat-gacrta 
gtcatagagt gctcccaggc gcact-rcc- 
tatcagcaga agccccrcgr gacccacaca 
gaaatctcgt ccccta-cca rgcc-tcagg 
tangagaaaa atgggactaa tgacggagac 
cttaacttta caaaaantgt ggaacggaat 
gacaag-gca aiiacgazraa -ggaacagac 
gatgaggtcc ttcatgccrc cccacctgac 
gactatgaga gcgcacaggg actgccngcc 
gccaatacgc cagacaatgc cggccccngt 
gttctgaatg tcagcatictig caagaacggc 
taccaagcag atgagaggtc tgtttccgcc 
catgagacat ttgtggacat taaccccttg 
ttccaaatca acatttatgt caaaaaatca 
accatggntt: tcccagtgat gtacctcaat 
agtcgaccga agtccatgat taacactact 
atggcgctgg gtgtgczcct tggtttiggtt 
tccatggatg agggaacagc ggatgaaaga 
ttgcttggcg aagaaactgt gtgagctgtc 
ccacctcctc gcaggczcgc tgcccgctga 
gataggaaca tcctggccag aggcraaaga 
ataaaatcat gtgggczctg aaactgnrct 
cttgtatagc aaaaaaaaag tirgc-gggrg 
tgtgggtaaa acgcctictgc accactrgtt 
cc-cat-cac cgaac-z-gt gctcaaaacg 
atttcacttg caaaacagaa gtaaacaaga 
acccaacaca ccacccaaac gcacccgacc 
Ccagttcata accctrccag gaaaacncag 
atcaaacggg aaaggggctig ggtggggcaa 
aggaicczca aczzgzaczz ^rgcgaacga 
aaagtacaga tatrtcacgc agaattaatt: 
gctccc-ctr nagccaaaat: ga-ca-gc*:a 
gtaactgact: ^zzctzzczg agtcgccctt 
atactgagtig ac-aczigca aaatcacgaa 
t-acacataa grrrcagaaa gcctgactag 



cccggcccgc gagcggcgca cagaa.gggc 50 
zzcctgczzc -gcrgg-gac raccg-cacg 120 
gtagaccaga gcacrgagaa gaaaaczgn:? 130 
"9Sgagaagc cczczzzgcz zg-gracac^ 240 
gaggagatcc ccagacggga gaczcczccja 300 
gaactcagaa acaaagcaaa ca-rcaa-zS 360 
agcaacaagg cctacgcrzr zgaacgagac 420 
attagaacac taaacac-cc tgrat-gac- 430 
^gggagacca tcgaggccac gntgaaagcc 540 
gttgacgaat cgctctgggg czacaaagan 500 
cccgacacct ctccccatt- cggcctattic 560 
tatgtttrcc taacnggaga agacagccac 720 
gggaaaacgt cacttgaccg gtggataaca ^so 
ggagattc-c ttcacccacz aacaaccaaa 340 
ttttgcaggt cagtgtatat tacrttcagt: 900 
tttcggtaca aagttcccgc agaaatatca 960 
atacctgagg gaaactgccz gggcccaggal020 
gcaccca-ca ttatgtcttt cccacacttt 1030 
acagaaggca tgcacccaaa tcaggaagac 1 14 0 
actggaacaa tcctaaaagc agccaagaggl2 00 
gatgactrtg ttgaaacggg agacattagal2 60 
gagagtgctc acattgataa agagacggcgl320 
Ctgatcatca ccaacatacc ctacatcatcl3 80 
ttcacccggc ttgcatgcaa aggacagggal440 
gcacccccca ttcgaaccta aacattgcct 15 00 
ctgacccgga cgatgacgcg gggaaaccct 1550 
aagaaggaaa aagacacggc gcnggcaagt 152 0 
gcaggctgac atggctggcc actaagcttt 1630 
tttatgtgtc tagcaagtat tcaataaaccl74 0 
ctrggcagcrc cagaacrc-g cgaccaccat 1300 
aatgctactg gtctaacz-c actcagtatglS 60 
cgtacacacc aczt-acgct gnat tcctcc 192 0 
gttcgggacc cagggcaaaa t:ggtagctt:cl980 
tctaaaacac actacacczz at:gctgaccc2 04 0 
tctcccaacc gcaacaaaac accgggcaga2 100 
tacccacgag ctgacagnga t:aagctccta2 150 
agagaacgca caaacaargc t:ggt:gaggac2220 
gctagtzatg atgcttgtgg acagttaact2230 
cgaaaagacg cctctgagag aacgcaacga2 34 0 
gccaaatatg ttactgcat" aat t:aatcta24 00 
ca-gggaaac ccatctaccc acagcctaag24 60 
accaaagaga Cat: 1 1 ct cct gggacagcct:2 520 



tiaacciaaga 
ctaagggca- 
cacr zacc "r 
tnctg-rraa 
acagczTC- r 
cacac" aaaa 
aactc- 3-at: 
accaacaaaa 
cactnaacta 
t tgacaatgc 
aggaggacac 
ttigcacactg 
t tutgagaga 
tgca.acct.cz 
gactacaggc 
tcaccacgc c 
ctgtcgaagt 
tt t t taagga 
atgtaaagcg 
get 



iu-tzgaag --c---:: 



-gccgacaga 
aggaccagaa 
lagggaac^g 
-^rcrrtgac 
acaaagngc- 
aaczggactc 
accccrgcat 
caaratgnga 
agaaccaaga 
atac- cggtc 
gacaac tggg 
tagtgcatac 
tnnaaanact: 
gcagggagac 
gtctcactct 
gccaccccag 
acccacgagc 
ggccaagcrg 
gcr gggacta 
actaat-at- 
atacactaaa 



ac 

ac~cac"gaa 
acgacggatg 
gcagagacac 
ggagccacca 
ccrcaaagt t 
cacagaat t t 
caacgtaagc 
ngaggnaaca 
cacactcccc 
cagaacctct 
tccaataatg 
cacgtcttaa 
ttattggctt 
gtaaacgata 
caaaaacat t 
gtcgccaggc 
gtccaagtga 
atgcccggct 
gtctcaaacc' 
caggcgtgag 
tgaacatggc 
agggctttac 



3:- 

aagt- cc- - c 
" agagaaacg 
t - taaaacac 
cacr-ctcaa 
-acgtcacag 
cagcatzcac 
cz-aacaacr 
aaatgaagaa 
aattgtttta 
ctct tgaaga 
agatactcca 
ctaaatacct 
Ctatgcacgt 
agtcctatta 
acagtcaatg 
acctccacac 
tgggagraca 
ctctuctgcc 
aaccnatgta 
cf ctgacctca 
ccacrgcgcc 
aaacatccac 
ttcccacctc 



ct zagu t cca 
zqz-^ccczaz 
cgcacaaagu 
aggacrtcc t: 
tgczcagaac 
tttgaactga 
gaaccantca 
aaaacataga 
ctgacaact t 
ggcaatccat: 
actcaccaaa 
acattcccag 
acttatccat: 
tcaggatata 
atatacacat 
ttgtgccatg 
gtggcacgat 
tcagtccccc 
ttttcagtag 
agtgatccac 
caccctccat 
atggggccna 
tttacacct: t 



gzzczzzzc3.25 8Q 
actrcctgng2c-=0 
ac- wCaaaga2T00 
ggc" tcagca2760 
i:caagcacaT:2 82 0 
gaagcct:ai:a238 0 
aaaggact:ct:2 94 0 
tztcazztcc2000 
tzcczzzzzc3060 
taaactccca3 12 0 
aCgtaaaaaaS 13 0 
aatt:taccaa3240 
accaataaaaS 3 00 
atcacGt:gcg3 3 60 
ttagactgag34 2 0 
atcctctit:-t:3430 
ct:cggcccac3 54 0 
gagtagct:gg3 600 
agacgggg-c3 650 
ccacctcagc3 720 
t:t-cat:cr-c3730 
aag-caaai:a3 34 0 
aac-cagccaj 900 
3903 



<210> 246 
<211> 1730 
<212> DMA 

<213> homo sapiens 
<400> 246 

gcatrtccgc catcgcccac cgtggcggca caagcggcag cccgagaaca cgctggcggc 60 
cattcggcag- ctaagaatgg agcaacaggc gtggagttgg acattgagtt tacttcggac 120 
gggautcctg tcttaatgca cgataacaca gtagatagga cgactgatgg gactgggcga 130 
ttgtgtgatt tgacatttga acaaattagg aagctgaatc ctgcagcaaa ccacagactic 240 
aggaatgatt tccctgatga aaagatccct accctaaggg aagctgttgc agagtgcctra 300 
aaccacaacc tcacaatctt ctttgatgtc aaaggccatg cacacaaggc tactgaggct 360 
ctaaagaaaa tgtatatgga atttcctcaa ctgtataata atagtgtggt ctgtccttcc 420 
ttgccagaag ccatctacaa gatgagacaa acagatcggg atgtaataac agcattaacc 480 
cacagacctt ggagcctaag ccatacagga gatgggaaac cacgctatga tactttccgg 540 
aaacatttta tatttgttat gatggacatt ttgctcgatt ggagcatgca taatatcttg 600 
tggcacccgc gtggaatttc agctttcctc atgcaaaagg attttgtatc cccggcctac 660 
ttgaagaagt ggtcagctaa aggaatccag gttgttggtt ggactgttaa tacctttgat 720 
gaaaagagtr actacgaatc ccatcttggt tccagctaca tcactgacag cacggtagaa 780 
gactgcgaac ctcacttcta gactttcacg gtgggacgaa acgggttcag aaactgccag 840 
gggcctcata cagggatatc aaaataccct ttgcgctagc ccaggccctg gggaatcagg 900 
tgactcacac aaatgcaata gttggtcact gcattcttac ctgaaccaaa gctaaacccg 960 
gtgttgccac catgcaccat ggcatgccag agttcaacac tgttgctctt gaaaatctggl020 
gtctgaaaaa acgcacaaga gcccctgccc tgccctagct gaggcacaca gggagacccaioao 
gtgaggataa gcacagattig aatcgtacaa Cttgcagatg cagatgtaaa tgcatgggacll40 
atgcacgata actcagagtt gacactttaa aacntgccac acttatttca aacactt:gtal2 00 
ctcagctatg ttaacatgta ctgtagacac caaacttgtg gccacactaa taaaattatt 12 60 
aaaaggagca ctaaaggaaa actgtgtgcc aagcatcata tcctaaggca tacggaatct 13 2 0 
ggggaagcca ccargcaacc cagcgaggcc ccagngtaca gcaaccaaaa tggcagggagl3 3 0 
gtcttgaagc caatgaggga tttatagcat ctcgaataga gagctgcaaa ccaccaggggl44 0 
gcagagctgc acttttccag gcttctcagg aagctctgca acagatgtga tctgatcatalS 00 
ggcaatcaga actggaagaa acttrccaaaa agatctaggg gtatgctcat ggtgcaaagt 1560 
gggggaacta aactcttagg ggagaagagg gggtgacccg caaaagagac gagat tagagl62 0 
ggaacgagag ggggaagccg gagagtccag gaaataagga ggtgaagaaa gaaggtt:gtt:163 0 
taaggcgagc tggggaagtt ggaagcccga aacttgaaag gaggacaaaa 1730 

<21G> 24"- 



<211-- 3439 



< 4 C 0 > Z~' 



zaaa 



•-r^- -^r> 2.C 33zz~ta__-_ aacgga~rra aaagagcaza tgccracca- ^: 

gcagaacatg aaaccgagga acrggggag- gacgaagacg acacrgazga aaa-crcccaa 120 
gaacacztgg aga-tcrggc -aaccaggc- ggcgaagacg gagacgacga acaccaccraa L3C 
gaagacga-g czgaagagac zgctczggaa ggc-actcca caaccactga cgauaiaaac 2^0 
aaccccgc-g acgagcatica gaca-zraaa gccatctrrc aaac-ac-ca aaaccgcaan 300 
cctgcgcgg- accaggcac" gac-cacggc c.raa-gaag aacaaagaaa acageracaa 3-50 
gacacagcaa crcrggcrga -caaagaaga gcagcccatg aacccaaaac gactgaaaag 420 
catggaggac acaaacccag cgc-ccagtc gngccaagc- cccccaactt cggaggccca -^30 
gcaccaggga tgaacrgagt tatctcctcc ctccccgcng tgtgcncgca gcgaagaacr 540 
tgcgtccctc ctagtagtgg t'ccagaact ggttcatgcc acctactcta aactaacaac 500 
caatagatgg acaaaagaaa caacaacccc aggagacggg acccgaccan gcaaccraac 660 
actggaaaag aaancagcgg gattzrgggg gtgggggggi tgggaggcac ctcagaggaa 720 
gcattttctu tatcccttga agaaagnaag atccngacc c tgaagcctca aagcgacacr 730 
gtggaaaccc gaaacgaggg gacgccarga aggcagctiir tcztiztzcza agaaaaaaan 3-: 
aggcacgggc tacaggac-a crraaaatgt citcatccaca gcacaaaac? caaaagcaaa 9'-0 
tgtaatttr- acacctiatga gtat.zgtcc aatttctgnc tctcccrcac cattggcta- 
ctacccttta catgnaaana agataaggtc atctganagc cccattcagn c^c c a- r a- - '. : 2 : 
ttcaccattg ttccratgta gattaczgga catttatcgc agcactacac aactcrac - i r : : : 
aaaaaLc-gc aaacgaacra gcaczzccac attgaaacaa gccrgc-agc criacgnacaa". : 4 : 
aatagcaaaa cgtztgctgt tzacaaaaag atgtaatggg gcggggggca gggacaac _ t 22 0 0 
caagttiacta acrcaaaaat gaacragcaa ttttgtacct ggtgacStcg tggtgcacccl2 60 
acctccgaca gcgacctgaa cccggcatgt aaaaaggggt tagtggcatt: tcattacrgciO 2 0 
taaaaatgac aaccccctcn gzgzzczgzz cttcttaaag ctgt^agtgt acaagtaaac 23 3 0 
atttgaatac cagaccn-ac tgcaaaaaac aaaaaaggtg gcatctagag cangtaaac- 244 0 
ggatataaag ttcngctcrt aaagagttga tctaagagta tggccaaaca tctatacatglS 0 0 
caatctatta aaagaactta acrcggccat tatgtcccga tttgattaca gtzzzzzccziSSO 
aattacaaca aanr- ttcct: cattiggcctg tttttaatcc tgtgcctaga aggagtacaal52 0 
aatgcacact: ttacaaaatt gacacttaac acttacccac tcccccctcc ccatctcctcisao 
taccgctctc gt^igaccgcg gtaccugatc ttgactagat aggctgaagg cacatggttcl740 
cctccaaaaa ccactattga taccactaca aaaacaagcc agcaaaaaga tactgtagagl3 00 
aggttggctt gcntccctct cttcctaact gcatgttgaa aaataagccg ttattgatctlSSO 
taaacatcgg tcagatgagt catacattgg gttatttttt atatacatgt acacacaaaal 92 0 
tatttcaaac tgaaagcaac atcttaatgg attcaaaact attacaagct gttgtctaaal98 0 
acaggtgaga aaaaaattta taactgtaaa aacaaatgca catattgata tttaaaacgc2 0^ 0 
gtaattaaga aaacccattg ttgttgtgtt tttcttgtat accaataatc aagccactac2 100 
tgttggcacc gtttggntt: c ctat-ncaac actgaaggag tgaaagtatc tcccatac tc2 150 
atgaatttac tactaaaatc ttggcaaaaa aagaaaaaaa ttgtctaacg tgtgtgggtg2 2 2 0 
aaaactgtna atcaagtgtt tctactcccc cccgaaaatc ccctgaaagt tggacaccaa2280 
ctgtataccc taggttgctt aaagggattt cactactana taaagtcaac aaaaatgaag2 3 4 0 
tagttgtata tatgcaacat tgtgtacaga ggggaaataa tgaataatat taaagaaaca24 0 0 
ttctcgtctc cctttacctt taatccccta atacctagtc tacttnrtaa attttcagac24 6 0 
ttcactgctt tctgaattca taattctaat tttcacatca ttgttaatgg aaaatcat:at2 52 0 
ctaataaagg tcttagttat tcccatgcac agtatgaaaa ttctcatttg ctgaggttt t2 5 3 0 
gtttcaagaa aatgtatcgg catgtctttg agaacacgtt ttattgtctc ctgtgtcata2 54 0 
taatccaaac taatctccgt tnacagactt taacttgaaa ttagacccca taattaaacr 2 700 
attcaaatag tgtccaaacg atagccccta atgcatcaaa tatatacctc agttt tcacg2 "^50 
atttccttta acattataac ttggtataga ccaagaacct taacatgtac cagtttcc ag2 320 
atgaggctgc aggantttcg gaaaacttitti tgaacgtatt cacaacactic tcttgtaatc2330 
agctacatag ggacttgnct t-ttntc-t- ttacatacaa cttttcctiac aactn tac^a"^ 9^0 




gcaggtaata aaatagtgac acactgtatt aagatagtga ctgctatact caactcrc:aa3 1 3 0 

agagaccaga gcacagagca cgagcggcaa aaccacagcc cttgggccac at:gctgcSac3240 

tcagccccag acgtagcccc tgaagcaagc ataaagaaaa atgaatzaaa aat uaaact:a3300 

atatggaaag traaaaaatzg gattacacta gtatgactaa accatgtctt tggcaaaaac 3 3 60 

ctaacacaac gncctaagna caacaggcag tctccgctcg taaaacaaac gact caaac- 3 42 0 

taaaacacca aaaaaaaaa ^43Q 
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<210> 243 
<211> 37- 
<2 12> ?RT 

<213> homo sapiens 
<4G0> 24S 



Ser Zys ler 3er Pro 3er Cys His Arg Gly His 3iu Arg Phe Ara 



10 T = 



Ala Ser Ala Cys Leu Asp Glu Leu Ser Cys Glu Phe Leu Leu Ala Glv 

^° 25 30 • 

Ala Gly Gly Ala Gly Ala Gly Ala Ala Pro Gly Pro His Leu Pro Pro 

35 40 45 

Arg Gly Ser Val Pro Gly Asp Pro Val Arg He His Cys Asn He Thr 

:3U 55 



60 



Glu Ser Tyr Pro Ala Val Pro Pro He Trp Ser Val Glu Ser Asc Aso 

•° 75 - -30 

Pro Asn Leu Ala Ala Val Leu Glu Arg Leu Val Asd He Lys Lvs Glv 

35 90 - 35 



Asn Thr Leu Leu Leu Gin His Leu Lys Arg He He Ser Asn Leu Cys 

-00 105 ^ 

Lys Leu Tyr Asn Leu Pro Gin His Pro Asp Val Glu Met Leu Asp Gin 

120 

Pro Leu Pro Ala Glu Gin Cys Thr Gin Glu Asp Val Ser Ser Glu Asp 



140 



Glu Asp Glu Glu Mec Pro Glu Asp Thr Glu Asp Leu Asp His Tyr Glu 

155 160 

Met Lys Glu Glu Glu Pro Ala Glu Gly Lys Lys Ser Glu Aso Aso Gly 

165 170 - ^^'g 

He Gly Lys Glu Asn Leu Ala He Leu Glu Lys He Lys Lys Asn Gin 

185 190 

Arg Gin Asp Tyr Leu Asn Gly Ala Val Ser Gly Ser Val Gin Ala Thr 

200 



205 



Asp Arg Leu Met Lys Glu Leu Arg Asp lie Tyr Arg Ser Gla Ser Phe 

2 15 220 



Lys Gly Gly Asn Tyr Ala Val Glu Leu Val Asn Asp Ser Leu Tyr Asp 

235 240 



Trp Asn Vai 




Asn 



ASD Leu 



. le ueu Lys 

^60 



255 



31/ Ala Asp ?he 



^ie Leu Leu 
270 



Asn ?he Ser ?he Lys Asp Asr. ?he Pro Phe Asp Pro Pro Phe Vai Ara 

230 235 

Vai Vai Ser Pro Vai Leu Ser Gly Gly Tyr Vai Leu Gly Glv Gly Ala 

290 295 300 

lis Cys Met Glu Leu Leu Thr Lys Gin Glv TrD Ser Ser Ala Tyr Ser 

310 ^ 

He Glu Ser Vai He Mec Gin He Ser Ala Thr Leu Vai Lvs G-/ Lvs 

325 

Ala Arg Vai Gin Phe Gly Ala Asn Lys Ser Gin Tyr Ser Leu Thr Ara 

340 345 

Ala Gin Gin Ser Tyr Lys Ser Leu Vai Gin He His Glu Lvs Asn Gly 

353 360 * ^ 



365 



Trp Tyr Thr Pro Pro Lys Glu Asp Glv 
370 375 

<210> 249 
<211> 280 
<212> PRT 

< 2 1 3 > homo 3 ap i ens 
<400> 249 



Gly Gly Gly Thr Ser 
15 

Arg Ser Va 1 Asn Cy s 
30 



Ala Vai Gly Ser Ala Ala Leu Phe Lys Asp Gly 



10 



Ala Ala Glu Ala Gly Ala Ala Gly Gin Arg Leu 
20 25 



Leu Ala Tyr Asp Glu Ala He Mec Ala Gin Gin Asp Arg He Gin Gin 
35 40 



45 



Glu He Ala Vai Gin Asn Pro Leu Vai Ser Glu Arg Leu Glu Leu Ser 

55 60 

Vai Leu Tyr Lys Glu Tyr Ala Glu Asp Asp Asn He Tyr Gin Gin Lys 



75 80 



He Lys Asp Leu 



His 
85 



Lys Lys Tyr Ser 



Tyr 
90 



He Arg Lys Thr 



Arg 
95 



Pro 



91 

Asp Gly Asn Cys Phe Tyr Arg Aia ?he Gly Phe Ser His Leu G-u A' a 

100 105 . 

leu Leu Asp Asp 3er Lys Giu Leu Gin Arg Phe Lvs Ala ''a' i-^ 

Lys Ser Lys Glu Asp Leu Val Ser Gla 01 v Phe Thr Glu -^y- ri^ 

135 ■ 140 " 

Glu Asp Phe His Asn Thr Phe Met Asp Leu lie Glu Gin Vai G^u Lvs 

150 

Gin Thr Ser Val Ala Asp Leu Leu Ala Ser Phe Asn Asd Gin 3er 

1^5 170 ~ 

Ser Asp Tyr Leu Val Val Tyr Leu Arg Leu Leu Thr Ser G^/ ---- t.^,, 
130 135 -.^^ 

Gin Arg Glu Ser Lys Phe Phe Glu His Phe lie Glu Glv G^-/ i-a x^-v- 
155 200 205 

Val Lys Glu Phe Cys Gin Gin Glu Val Glu Pro Men Cvs Lvs Glu 3e- 
210 215 220 

Asp His He His He He Ala Leu Ala Gin Ala Leu Ser Va' Ser 

230 235 240 

Gin Val Glu Tyr Met Asp Arg Gly Glu Gly Gly Thr Thr Asn P>-o His 

245 250 255 

He Phe Pro Glu Gly Ser Glu Pro Lys Val Tvr Leu Leu Tvr- arg oro 
260 265 ' 270 

Gly His Tyr Asp He Leu Tyr Lys 
275 230 

<210> 250 
<211> 244 
<212> PRT 

<213> homo sapiens 
<400> 250 

Asp His Leu Gin Pro Gin Lys Asn Leu Cys Thr Cys Leu Ala P-o G^- 
^5 10 15 

Arg Gly Gly Gin Gin Gly Ser Ser Gly Leu Glu Pro Ala Leu Phe Va^ 
20 25 30 



Glu Asp He 
35 



1 Val Ser Arg Pro Val Glu Lys Val 

40 



Asp Leu Glv Leu 
45 



92 

Gly Ala Lau Arg Glu Asp Val Arg He Gly Gly Ala Ala Leu Ala Aid 



Val His Val Leu His Leu Asp 31/ His Ala Glu Glv Leu 3lv G^ ^ Ar 
55 70 75 * * ' " 



30 



Asn Asp Val Asp Val Val Ala Leu Leu Ala His Glv Leu His Leu Leu 

35 90 * 95 

Leu Ala Glu Leu Leu Asp Ser Pro Ser Thr Leu Asp Glu Val Leu Glu 

105 110 

Glu Leu Ala Leu Ala Leu Gin Val Ala Arg Glv Glu Gin ^-o Gir Vai 

115 120 T?:; 



Asp His Lys Val Val Gly Gly Ala Leu Val He Glu Gl-' 



130 135 



In Gin 



14: 



Val Gly Asp Arg Gly Leu Leu Leu His Leu Leu Asn Gin Val His Glu 

^50 155 " 160 



Arg Val Val Glu He Leu Asn Cys Glu Phe Ser Glu Ala Leu Gly Hi^ 



165 170 



175 



Gin Val Phe Leu Ala Leu Gly Arg His Ser Leu Glu Pro Leu Gin Leu 
180 185 190 

Leu Ala Val He Gin Gin Cys Leu Gin Val Gly Glu Ser Glu Ser Pro 
195 200 205 

He Glu Thr Val Ala Val Arg Pro Gly Leu Ala Asd Val Arg Val Leu 
210 215 220 

Phe Val Glu Val Leu Asp Leu Leu Leu He Asp Val Val He Phe Ser 

230 235 240 

He Leu Leu Val 

<210> 251 
<211> 293 
<212> PRT 

<213> homo sapiens 
<400> 251 

Met Leu Ala Ala Arg Leu Val Cys Leu Arg Thr Leu Pro Ser Arg Va^ 
^5 10 15 

Phe His Pro Ala Phe Thr Lys Ala Ser Pro Val Val Lys Asn Ser He 
20 25 30 



93 

Thr Lys Asn Gin Trp ■ Leu Leu Thr Pro Ser Arg Glu Tvr Ala Thr 
3 5 40 



Lvs 



45 



lie Arg Arg Gly Arg Thr G] 
5 5 



Gin Glu Leu Lys Glu 
60 



Ala Ala Leu Glu Pro Ser Met Glu Lvs lie ?he Lvs 



55 70 



Le Asp Gin Mec 
^5 30 



Uy Arg Trp Phe Val Ala Gly Gly Ala Ala Val Glv Leu Gly Ala Leu 

85 90 



95 



Cys Tyr Tyr Gly Leu Gly Leu Ser Asn Glu lie Gly Ala lie Glu Lvs 
100 105 



110 



Ala Val He Trp Pro Gin Tyr Val Lys Asp Arg He His Ser Th^ Tvr 
115 120 * 



125 



Mec Tyr Leu Ala Gly Ser He Gly Leu Thr Ala Leu Ser Ala Tie Ala 
130 135 



140 



He Ser Arg Thr Pro Val Leu Met Asn Phe Met Met Arg Glv Se- 
145 150 - " 



155 150 



Val Thr He Gly Val Thr Phe Ala Ala Met Val Gly Ala Gly Met Leu 

165 170 



175 



Val Arg Ser He Pro Tyr Asp Gin Ser Pro Gly Pro Lys His Leu Ala 
180 185 



190 



Trp Leu Leu His Ser Gly Val Met Gly Ala Val Val Ala Pro Leu Thr 

155 200 - - 



205 



He Leu Gly Gly Pro Leu Leu He Arg Ala Ala Trp Tyr Thr Ala Glv 
210 215 



220 



He Val Gly Gly Leu Ser Thr Val Ala Met Cys Ala Pro Ser Glu Lvs 
225 230 235 



240 



Phe Leu Asn Met Gly Ala Pro Leu Gly Val Gly Leu Gly Leu Val Phe 

245 250 255 

Val Ser Ser Leu Gly Ser Met Phe Leu Pro Pro Thr Thr Ara Glv T-d 



260 2S5 



2^0 



Cys His Ser Leu Leu Ser Gly Asn Val Arg Trp He Ser Ser Phe Gin 

280 285 

His Val Pro Ser Val 



94 

290 

<210> 252 
<211> 553 
<2I2> PRT 

<213>- homo saoiens 
<400> 252 

Met Glu Arg Glu Leu Asn His Glu Lvs Glu Arg Cvs Aso Gin Leu Gin 
^ 5 10 * ■ 15 " * 

Ala Glu Gin Lys Gly Leu Thr Glu Val Thr Gin Ser Leu Lys Met Glu 
20 25 30 

Asn Glu Glu Phe Lys Lys Arg Phe Ser Asp Ala Thr Ser Lvs Ala His 
35 40 45 * 

Gin Leu Glu Glu Asp lie Val Ser Val Thr His Lys Ala lie Glu Lvs 
50 55 50 



Glu Thr Glu Leu Asp Ser Leu Lvs Aso Lys Leu Lvs Lvs Ala G'n s 
65 70 75 ' ' 



30 



Glu Arg Glu Gin Leu Glu Cys Gin Leu Lys Thr Glu Lvs Asi: Glu Lys 

35 90 ^ ' 95 

Glu Leu Tyr Lys Val His Leu Lys Asn Thr Glu He Glu Asn Thr Lys 

100 105 110 

Leu Met Ser Glu Val Gin Thr Leu Lys Asn Leu Asp Gly Asn Lys Glu 

115 120 125 

Ser Val lie Thr His Phe Lys Glu Glu lie Glv Arg Leu Gin Leu Cvs 

130 135 ' 140 

Leu Ala Glu Lys Glu Asn Leu Gin Arg Thr Phe Leu Leu Thr Thr Ser 

150 155 ISO 

Ser Lys Glu Asp Thr Cys Phe Leu Lys Glu Gin Leu Arg Lvs Ala Glu 

165 170 ' 175 

Glu Gin Val Gin Ala Thr Arg Gin Glu Val Val Phe Leu Ala Lys Glu 

130 185 

Leu Ser Asp Ala Val Asn Val Arg Asp Arg Thr Met Ala Asp Leu His 

155 200 205 

Thr Ala Arg Leu Glu Asn Glu Lys Val Lys Lys Gin Leu Ala Asp Ala 

210 215 220 



Val Ala Glu Leu Lys Leu Asn Ala Met Lys Lys Aso Glr 



n A-SO Lvs Thr 



95 

235 24C 

Asp Thr Leu Glu His 31u Leu Arg Arc Glu Val Glu Asc Leu Lvs Leu 

250 ' 255 

Arg Leu Gin Mec Ala Ala Asp His Tyr Lys Glu Lvs ?he Lvs Glu Cvs 

-5'^ 255 * 2^0 

Gin Arg Leu Gin Lys Gin lis Asn Lys Leu Ser Aso Gin Ser Ala Asn 

275 280 ' 235 

Asn Asn Asn Val Phe Thr Lys Lys Thr Gly Asn Gin Gin Lys Vai Asn 
290 295 

Asp Ala Ser Val Asn Thr Asp Pro Ala Thr Ser Ala Se- "rh- vai Aso 

310 315 ' 32'0 

Val Lys Pro Ser Pro Ser Ala Ala Glu Ala Asp Phe Aso lie Val Thr 

^25 330 * 335 *"" 

Lys Gly Gin Val Cys Glu Mec Thr Lys Glu lie Ala Aso Lvs Thr Gl u 

340 345 ' 350 

Lys Tyr Asn Lys Cys Lys Gin Leu Leu Gin Asp Glu Lvs Ala Lys Cvs 

355 360 3^5 

Asn Lys Tyr Ala Asp Glu Leu Ala Lys Met Glu Leu Lys Trp Lys Glu 



330 



Gin Val Lys He Ala Glu Asn Val Lys Leu Glu Leu Ala Glu Val Gin 

395 400 

Asp Asn Tyr Lys Glu Leu Lys Arg Ser Leu Glu Asn Pro Ala Glu Arcr 

405 410 4-^5 

Lys Met Glu Asp Gly Ala Asp Gly Ala Phe Tyr Pro Asp Glu He Gin 

420 425 430 

Arg Pro Pro Val Arg Val Pro Ser Trp Gly Leu Glu Asp Asn Vai Va^ 

435 440 445 

Cys Ser Gin Pro Ala Arg Asn Phe Ser Arg Pro Asp Glv Leu Glu Asc 

450 455 450 

Ser Glu Asp Ser Lys Glu Asp Glu Asn Val Pro Thr Ala Pro Asp P-o 

4o5 470 1-7C 

475 480 



Pro Ser Gin His Leu 

435 



Arg Gly His Gly Thr Gly Phe Cvs Phe Aso Se- 

4 90 4 95 



56 



3er ?he Asp Vai 

:; 0 J 



Lvs L*/s 



Pro 
5 0 5 



Cys 3 1 u Ij e u M e c ? h e Pro 



Pre Asn Tyr Asc Gin 3er Lv 



■s Phe Giu 
520 



Giu His Va: 



Glu 3er H: 
525 



LVS Val cys Pro Mec Cys Ser Glu Gin Phe Pro Pro Asp Tyr Asp Gla 

540 



Gin val Phe Glu Arg His Val Gin Thr His Phe Asp Gin Asn Val Leu 

• ^ 5 D 0 



3 3 3 



3 5 0 



Asn Phe Asp 

<210> 253 
<211> 249 
<212> PRT 
<213> homo sapiens 

<400> 253 

Trp Thr Gly Thr Gly Arg Gly Ala Val Ala lie Met Ala Aso =ro Asc 

Pro Arg Tyr Pro Arg Ser Ser He Glu Asp Asp Phe Asn Tyr Glv Ser 

25 30 

Ser val Ala Ser Ala Thr Val His He Arg Met Ala Phe Leu Arg Lvs 
35 40 45 

Val Tyr Ser He Leu Ser Leu Gin Val Leu Leu Thr Thr Val Thr Ser 

5^ 60 

Thr val Phe Leu Tyr Phe Glu Ser Val Arg Thr Phe Val His Glu Ser 

^° 75 80 

Pro Ala Leu He Leu Leu Phe Ala Leu Gly Ser Leu Gly Leu He Phe 

35 90 95 

Ala Leu Thr Leu Asn Arg His Lys Tyr Pro Leu Asn Leu Tyr Leu Leu 
Phe Gly Phe Thr Leu Leu Glu Ala Leu Thr Val Ala Val Val Val Thr 

Phe Tyr Asp Val Tyr He He Leu Gin Ala Phe He Leu Thr Thr Thr 

■^•^^ 140 



val Phe Phe Gly Leu Thr Val Tyr Thr Leu Gin Ser Lys Lys Aso Phe 



97 

3er Lvs ?he Giy Ala Giy Leu ?he Ala Leu Leu Trp lie Leu Cys Leu 



3er Giy ?he Leu Lys ?he ?he ?he Tyr Ser Glu He Mec Giu Leu Vai 

130 135 

Leu Ala Ala Ala Giy Ala Leu Leu Phe Cys Glv Phe He He Tvr Asd 
195 200 ' " 205 

Thr His Ser Leu Met His Lys Leu Ser Pro Glu Glu Tyr Val Leu Ala 
210 215 220 

Ala He Ser Leu Tyr Leu Asp He He Asn Leu Phe Leu His Leu Leu 
225 230 235 240 

Arg Phe Leu Glu Ala Val Asn Lys Lys 

<210> 254 
<211> 151 
<212> ?RT 
<213> homo sapiens 

<400> 254 

Arg Lys Lys Giy Glu Thr Glu Arg Glu Leu Ser Ala Ser Thr Gin Thr 
15 10 15 

Leu Ser His Leu Gin Giy His Leu Pro Ser Trp Pro Arg Pro Ala Pro 

20 25 30 

Thr Val Thr Ser Ala Ser Arg Arg Phe He He Lys Lys Asn Gin Lys 
35 40 45 

Gin Ser Gin Asn Gin Asn Lys He Gin Lys Glu Lys Thr Trp Giy Asn 
50 55 60 

Giy Met Arg Lys Arg Giy Giy Glu Glu Giy Arg Arg Ala Giy Leu Trp 
^5 70 75 80 

Met His Asn Ser Arg Ala Arg Giy Leu Giy Arg Lys He Pro Gin Arg 

35 90 95 

Pro Ala Ala Cys Val Ala Leu Ala Arg His Val Val Phe Glv Giy Arg 
-00 105 110 

Leu Pro He His Pro Val Glu He Leu Val Ala Glv Leu Leu Glv Glv 
11^ 120 " 125 



Val Lys 
130 



Pro 



Val Ser Asp Arg Gin Ala Giy Lys Giy 
135 140 



Leu Giy Asp Giy 



98 

Gly Cys Gly Arg Giu Arg Val 
1-5 " ~ C 

<210> 255 

<211> 15 0 

<212> PRT 

<213> licmo sapiens 

<400> 255 

Arg His Ala Gly Gly Gly Ala Leu Gly Asn Leu Pro Pro Gin Pro Pro 
1 5 * 10 15 

Gly Ser Gly Val Met His Pro Glu Thr Cys Pro Ser Thr Phe Leu Ala 
20 25 30 

Ser Pro Leu Pro His Ser lie Ala Pro Gly Leu Phe Leu Leu Asp Phe 
35 _ 40 * 45 " 

Val Leu Val Leu Ala Leu Phe Leu lie Phe Phe Tyr Zyr G_u Ser Pro 
50 55 50 

Gly Arg Arg Gly Asp Ser Gly Ser Trp Pro Gly Pro Gly Arg Gin Val 
65 70 ' 75 ' 30 

Ala Leu Glu Mec Gly Lys Cys Leu Cys Arg Gly Ala Glu Leu Ser Leu 

85 * 90 95 

Cys Phe Ser Phe Phe Pro Leu Leu Leu Pro Leu His Thr Pro Val Ala 
100 105 110 

Gly Arg Asn Leu Gly Phe Pro Glu Ser Leu Gly Val Pro Pro Phe Leu 
115 12.0 125 

Pro His Pro Gly Gly Thr Pro Arg Ala Pro Gly Leu Phe Leu Leu Leu 
130 135 140 

Phe Ser Phe Trp Ala Val 
145 150 

<210> 256 
<211> 275 
<212> PRT 
<213> homo sapiens 

<400> 256 

Gly Arg Pro Gly Gin Ser Pro Ala Gly Ala Glu Glu Pro Gly Pro Arg 
15 10 15 

Asp Ser Ser Ala Val lie Thr Gin lie Ser Lys Glu Glu Ala Arg Gly 
20 25 30 

Pro Leu Arg Gly Lys Gly Asp Gin Lys Ser Ala Ala Ser Gin Lys Pro 
35 40 45 



9S 



Arg Ser Arg Gly lie Leu His Ser Leu ?he Cvs Cv 



ys Va^ Cys Arg Asp 



Asp Gly Glu Ala Leu Pro Ala His Ser Gly Ala Pro Leu Leu Val G^u 

— 30 

Glu Asn Gly Ala He Pro Lys Thr Pro Val Gla Tvr Leu Leu p>-o G1 u 

35 90 95 

Ala Lys Ala Gin Asp Ser Asp Lys He Cys Val Val He Asd Leu Asd 

100 105 lib 

Glu Thr Leu Val' His Ser Ser Phe Lys Pro Val Asn Asn Ala Aso Phe 

115 • 120 125 

lie lie Pro Val Glu He Asp Gly Val Val His Gin Val Tvr Val Leu 



0 13 5 



140 



Lys Arg Pro His Val Asp Glu Phe Leu Gin Arg Met Gly Glu Leu ?h€ 



145 



150 



Glu Cys Val Leu Phe Thr Ala Ser Leu Ala Lys Tvr Ala Aso Pro Val 

165 170 ^ 

Ala Asp Leu Leu Asp Lys Trp Gly Ala Phe Arg Ala Ara Leu Phe Aro 

185 ^ 190 

Glu Ser Cys Val Phe His Arg Gly Asn Tyr Val Lys Asp Leu Ser Arg 
155 200 205 

Leu Gly Arg Asp Leu Arg Arg Val Leu He Leu Aso Asn Ser Pro Ala 
210 215 220 

ser Tyr Val Phe His Pro Asp Asn Ala Val Pro Val Ala Ser Trp Phe 

230 235 240 

Asp Asn Met Ser Asp Thr Glu Leu His Aso Leu Leu Pro Phe Phe Glu 

245 250 255 

Gin Leu Ser Arg Val Asp Asp Val Tyr Ser Val Leu Arg Gin Pro Arg 
260 265 270 

Pro Gly Ser 
275 

<210> 257 
<211> 138 
<213> PRT 

<213 > homo sapiens 



100 

■-:400> Zz^ 

Me- ?he Tvr Leu Al 



vr Val Pro Vai 
10 1^ 



3iu Me- Pro Glu H-3 lys lie Gin 3er Ser Glv Glv Pro Leu Gin 

20 25 * ' 30 ' ' 

Thr Mec Lys Met Val Pro Lys Leu Leu Ser Pro Leu Val Lvs Asp Trp 

40 45 ' 

Ala Pro Lys Ala Phe lie lie Ser Phe Lys Leu Glu Thr Asd Pro Ala 

50 55 - " 



50 



0 



lie Val rie Asn Arg Ala Arg Lys Ala Leu Glu He Tyr Gin His Gin 

^0 ' 75 30 

Val Val Val Ala Asn lie Leu Glu Ser Arg Gin Ser Phe Vai Phe He 

35 90 95 

Val Thr Lys Asp Ser Glu Thr Lys Leu Leu Leu Ser Glu Glu Glu ri- 
100 105 110 

Glu Lys Gly Val Glu He Glu Glu Lys He Val Asp Asn Leu Gin Ser 
115 120 125 

Arg His Thr Ala Phe He Glv Asp Arg Asn 
130 13i 

<210> 258 
<211> 237 
<212> PRT 

<213> homo sapiens 
<400> 253 

Pro Tyr Arg Gin Gly Cys Pro Gly Ala Ala Gly Gin Ala Pro Gly Ala 
^5 10 15 

Pro Pro Gly Ser Tyr Tyr Pro Gly Leu Pro Ser Gly Thr Pro Gly Glv 
20 25 30 

Pro Tyr Gly Gly Ala Ala Pro Gly Gly Pro Tyr Glv Gin Pro Pro Pro 
3 5 4 0 4 5 

Ser Ser Tyr Gly Ala Gin Gin Pro Gly Leu Tyr Glv 'Gin Gly Gly Ala 
50 55 



60 



Pro Pro Asn Val Asp Pro Glu Ala Tyr Ser Trp Phe Gin Ser Val Asp 

70 75 80 

Ser Asp His Ser Gly Tyr He Ser Met Lys Glu Leu Lys Gin Ala Leu 

85 90 95 



101 



-a_ ^sn _y5 Asn ,rp Ser 5er ?he Asn Asc 31u T^- Cv-^- m^- m^- 

100 105 * lie 

lie Asn Mer ?he Asp Lys Thr Lys Ser Glv Arg lie Aso Vai Tv- Gl- 
115 120 125 

Phe Ser Ala Leu Trp Lys Phe lie Gin Gin Tro Lvs Asn Leu Ph« G^n 

135 ^ lio 

Gin Tyr Asp Arg Asp Arg Ser Gly Ser lie Ser Tyr Thr Giu Leu Gin 

150 155 ISO 

Gin Ala Leu Ser Gin Met: Gly Tyr Asn Leu Ser Pro Gin Phe Thr Gin 

. 170 175 

Leu Leu Val Ser Arg Tyr Cys Pro Arg Ser Ala Asn Pro Ala Me- G^n 
-30 135 ^oc 

Leu Asp Arg Phe lie Gin Val Cys Thr Gin Leu Gin Val Leu -rhr G^u 

200 205 

Ala Phe Arg Glu Lys Asp Thr Ala Val Gin Glv Asn ti^ z,ra Le- 3e- 

215 '220 ^ - - 

Phe Glu Asp Phe Val Thr Met Thr Ala Ser Arg Mec Leu 
225 230 235 

<210> 259 
<211> 110 
<212> PRT 

<213> homo sapiens 
<400> 259 

Thr Asn He Cys Leu Leu Ser Gly Ala Ser Pro Lys Val Thr Asn Gly 
15 10 15 

Trp Ala Gin He Asn Phe Ser Phe Ala Ser His Arg Val Ala His Cvs 
20 25 30 

Gly Lys Pro Glu Leu Val Arg Thr Pro Val Cys Val Phe Leu He His 
35 40 45 

Thr Asn His Asn Lys Gin Val Cys Thr His Leu Tyr Glu Pro His Ala 
50 55 50 

Lys Thr Arg His Ser Gin Arg Ser Val Thr Arg Val Gin Gin Arg Asn 

70 75 80 

Ser Arg Phe Asp Gin Asn Arg Pro Cys Cys Leu Leu Asn Cvs Gin Leu 

35 90 ' 95 



102 



-.eu ^ys Asp. Leu ■3:^n Lys Lys Giy Hxs T'/r Lvs Asn 3e^ 
-00 :o5 ^ * 



<210> 26 0 
<211> 33 
<212> PRT 
<213> heme sac: 



<400> 250 

Phs Val Lys He Leu Lys ?he Gly Pro Leu Arg He He Leu Asn Glu 
15 10 



15 



He Tyr Arg Leu Thr Cys Glu Asn He Phe His Arg Leu Ser Leu Glv 
20 25 30 

Leu Phe He Arg Lys Leu Phe Val Cys Pro Pro Val Gly Thr Phe Glv 
35 40 45 

Tyr Leu He Leu Pro Phe Gin He Val Lys Ala His Arg Glv Val Phe 

55 so 

Trp Asn His Leu Leu Ser His Phe Leu Lvs Ser Tyr Ser He Val Se- 
^5 70 ' 75 SO 

Val Asn He 

<210> 261 
<211> 196 
<212> PRT 

<213> homo sapiens 
<400> 261 

Pro Gin Thr Thr Gin Cys Val Arg Arg Ala Gly Leu Trp Val Asn Ser 
1 5 10 15 

His He His Thr Gin Gly Arg Gly Lys His Thr Gin Val Gin Ser Ser 
20 25 30 

Gin Trp Cys Arg Pro Asp Leu Leu Ser Arg Gly Cys Tyr Gly Cvs Pro 
35 40 ' 45 * 

Ser Ala Ser Pro Glu Gin Pro Gly Gin Pro Ala Pro Pro Pro Arq Leu 
50 55 60 

Xxx Gin Glu Gly Glu Leu Cys Pro Gly Glu Glu Thr Asp Arg Leu Gly 

70 75 80 

Asp Lys Thr Pro He Ala Gly Thr Cys Thr Ala Ala Ala Thr Ala Pro 

85 90 95 

Arg Thr Gly His Gly As? Gly Thr Glv Arg Glu Pro His Cvs P-o Leu 

105 llo 



103 



^^-^ Axa rtis ^eu Oiu Pro Ara 



--^ 120 



125 



Thr Gly Gly He Qlu Gin Gly Pro Giy Pro Asp 3er Pro Leu Ala 

i-ib 



'-Jin 

130 135 



Arg Cys Asp Trp Lys Arg Leu Met Pro Gly Gin His Gin Ala ?he Cys 
"■^^ 155 .io 

Lys Ser Gin Ser Gin Cys Ala Glu Ser Ala Ser Thr Ala Cvs Ala Val 

170 * 

Ala Pro Gin Asp Glu Val Thr Ser Arg Thr Glv Glv Phe Me- Gin -hr 
130 . 185 

His Arg Hi? Cys 
19:' 

<210> 252 
<211> 190 
<212> PRT 

<213> homo sapiens 
<400> 262 

Asp Gin Leu Gly Ser Gly Gly His Phe Ser Leu His Arg Leu Pro Glu 
1 =• 10 



15 



Gin Thr Glu Glu Ser Ser Leu He Val Ala Glu Pro Ser Leu Ser Pro 

2° 25 30 

Ser Ala Val Ser Val Cys Leu His Lys Pro Ser Cys Pro Gly Arg Asd 

^5 40 45 

Phe lie Leu Arg Ser His Ser Thr Gly Arg Ala Gly Thr Phe Cys Thr 

55 60 

Leu Ala Leu Gly Leu Ala Glu Gly Leu Val Leu Pro TrD His Gin Pro 

75 ' 80 

Leu Pro Val Thr Ser Gly Gin Arg Ala Val Trp Thr Trp Ala Leu Leu 

85 90 95 

Asn Ala Thr Cys Leu Pro Gly Leu Gin Val Gly Ara Thr Arg Thr Glu 

100 105 ^ 110 

Pro Gin Ala His Thr Glu Gly Ala Val Trp Leu Pro Ala Cys Pro He 

115 , 120 125 

Pro Met Pro Arg Pro Arg Gly Cys Gly Cys Cvs Cvs Ala Cys Pro Cvs 

130 135 140 



104 

Asp Gly 3er Leu Val 3er Gin Pro Vai Ser ?he Leu Arg \i a G'l' 

-50 155 150 

leu Pro Phe Leu a:o: Glu Ser Glv Arg Arg Cys Arg Leu Ser Tttd Leu 

155 170 175 

Leu Trp Gly Ser Arg Gly Thr Ala lie Thr Pro Pro Glv Gin 
130 135 * 190 

<210> 263 
<211> 244 
<212> PRT 

<213> homo sapiens 
<400> 263 

Glu Lys Met Glu Ala Phe Gly Glu Gly Ala Gly Trp Glu Asp Phe Phe 
1 5 ' 10 * ' ~ 15 

Ser Thr Gin Thr Leu Thr Phe Gin Ser He Leu Gin Mec Lvs Asn Ala 
20 25 30 

Asp Tyr Phe Ser Asn Tyr Val Thr Glu Asp Phe Thr Thr Tvr He Asn 
35 40 45 

Arg Lys Arg Lys Asn Asn Cys His Glv Asn His He Glu Men Gin Ala 
50 55 60 

Met Ala Glu Met Tyr Asn Arg Pro Val Glu Val Tvr Gin Tvr Ser Thr 
^5 70 75 ^ * 80 

Glu Pro He Asn Thr Phe His Gly He His Gin Asn Glu Asp Glu Pro 

85 90 95 

He Arg Val Ser Tyr His Arg Asn He His Tyr Asn Ser Val Val Asn 
100 105 110 

Pro Asn Lys Ala Thr He Gly Val Gly Leu Gly Leu Pro Ser Phe Lys 
115 120 125 

Pro Gly Phe Ala Glu Gin Ser Leu Met Lys Asn Ala He Lys Thr Ser 
130 135 140 

Glu Glu Ser Trp lie Glu Gin Gin Met Leu Glu Asp Lys Lys Arg Ala 

150 155 ' 160 

Thr Asp Trp Glu Ala Thr Asn Glu Ala He Glu Glu Gin Val Ala Arg 

1S5 170 175 

Glu Ser Tyr Leu Gin Trp Leu Arg Asp Gin Glu Lys Gin Ala Arg Gin 
130 135 ' 190 



# 

105 



''/a± Arg Gl-/ ?i 



:o Ara Lys Ala 3er Ala Thr- Cys 3er 3e: 



-55 200 205 



Ala Thr 



hr Ala Ala Ala 3er Ser Glv Leu Glu Glu Tro Th- se^ Ara Se- 
210 215 220 * " 

Pro Arg Gin Gly Val Gin Pro Arg His Leu Ser Thr Leu Ser Cvs Mec 

230 235 - 240 

Leu Asn Trp Ala 

<210> 264 

<211> 220 

<212> PRT 

<213> homo sapiens 

<400> 264 

Gly Phe Arg Pro Ala Arg Cys Asp Pro val Pro Leu Pro Thr Thr Ar- 
1 5 XO - - ^ 



L5 



Ser Val Ala Gly Leu Pro Val Gly Arg Val Arg Gin Leu Ser Arq ^ro 
20 25 30 

Leu Leu Gly Pro Asp Thr Gly Ser Val Ala Asn He Phe Lys Glv Leu 
35 40 45 

Val He Leu Pro Glu Met Ser Leu Val He Arg Asn Leu Gin Arg Val 
50 55 60 

He Pro He Arg Arg Ala Pro Leu Arg Ser Lvs He Glu He Val Ara 

70 75 80 

Arg He Leu Gly Val Gin Lys Phe Asp Leu Gly He He Cys Val Asp 

35 90 95 

Asn Lys Asn He Gin His He Asn Arg He Tyr Arg Asp Arg Asn Val 
100 105 110 

Pro Thr Asp Val Leu Ser Phe Pro Phe His Glu His Leu Lvs Ala Glv 

120 125 

Glu Phe Pro Gin Pro Asp Phe Pro Asp Asp Tyr Asn Leu Glv Asp He 
130 135 

Phe Leu Gly Val Glu Tyr He Phe His Gin Cys Lys Gl 



145 150 



u Asn Glu Asp 
155 160 



Tyr Asn Asp Val Leu Thr Val Thr Ala Thr His Gly Leu Cys His Leu 

1°5 170 175 



106 

Leu Gly ?he Thr His Giy Thr Giu Aia Giu Trp Gia Gin Mec Phe Gin 

13 0 135 ^150 

Lys Glu Lys Ala '/al Leu Asp Glu Leu Gly Arg Arg Thr Gly Thr Arg 
195 " 200 ' " 20= 

Leu Gin Ala Leu Thr Arg Gly Leu Phe Gly Gly 3er 
210 215 220 

<210> 265 
<211> 108 
<212> PRT 

<213> home sapiens 
<400> 265 

Phe Phe Phe Leu Arg 3er Phe Val He Tyr Leu Cys Ala Thr Pro Ala 
1 5 ' ' 10 15 

Pro Arg 3er Leu His Pro 3er Arg Val Pro Leu ~er Glu Gly Thr Arg 
20 25 30 

Pro Ser Ala Pro Ser Giu Glu Aia Pro Gly Gin Gly Leu Gin Pro Gly 
35 40 45 

Pro Arg Ala 3er Ala Gin Leu Vai Gin His Arg Leu Leu Leu Leu Glu 
50 55 60 

His Leu Leu Pro Leu Cys Leu Arg Ala Val Cys Glu Ser Gin Gin Val 
65 70 75 80 

Thr Glu Ser Val Gly Gly Arg His Ser Gin Asp Val He Val He Phe 

85 90 95 

He Phe Phe Thr Leu Mec Glu Asp He Leu His Ser 
100 105 

<210> 266 
<211> 371 
<212> PRT 

<213> homo sapiens 
<400> 266 

Mec Ser Phe Arg Lys Val Asn He He He Leu Val Leu Ala Val Ala 
15 10 15 

Leu Phe Leu Leu Val Leu His His Asn Phe Leu Ser Leu Ser Ser Leu 
20 25 30 

Leu Arg Asn Glu Val Thr Asp Ser Gly He Val Gly Pro Gin Pro He 
35 40 45 

Asp Phe Val Pro Asn Ala Leu Arg His Ala Val Asp Gly Arg Gin Glu 
5 0 5 5 6 0 



107 

31 u He Pre Val Va^ lie Ala Ala 3er Glu Asp Arg leu Giv Gly Ala 

55 '0 75 * ' 30 

He Ala Ala He Asn 3er He Gin His Asn Thr Arg 3er Asn Val He 

35 90 ^ 95 

?he Tyr He Val Thr Leu Asn Asn Thr Ala Asp His Leu Arg Ser Trp 

100 105 " 110 

Leu Asn Ser Asp Ser Leu Lys Ser He Arg Tyr Lvs He Val Asn Phe 

115 120 * * 125 

Asp Pro Lys Leu Leu Glu Gly Lys Val Lys Glu Aso Pro Aso Gin Glv 

130 13-5 140 

Glu Ser Met Ly-- o Leu Thr Phe Ala Arg Phe Tyr Leu Pro He Leu 

145 150 155 150 

Val Pro Ser Ala Lys Lys Ala He Tyr Mec Asp Asp Asp Val He Val 

155 170 ' ' " 175 

Gin Gly Asp He Leu Ala Leu Tyr Asn Thr Ala Leu Lys Pro Gly His 

130 135 190 

Ala Ala Ala Phe Ser Glu Asp Cys Asp Ser Ala Ser Thr Lys Val Val 

195 200 205 

He Arg Gly Ala Gly Asn Gin Tyr Asn Tyr He Gly Tyr Leu Asp Tvr 

210 215 220 

Lys Lys Glu Arg He Arg Lys Leu Ser Met Lys Ala Ser Thr Cys Ser 

225 230 235 240 

Phe Asn Pro Gly Val Phe Val Ala Asn Leu Thr Glu Trp Lys Arg Gin 

245 250 255 

Asn He Thr Asn Gin Leu Glu Lys Trp Met Lys Leu Asn Val Glu Glu 

260 265 ^ 270 

Gly Leu Tyr Ser Arg Thr Leu Ala Gly Ser He Thr Thr Pro Pro Leu 

275 280 285 

Leu He Val Phe Tyr Gin Gin His Ser Thr He Aso Pro Met Trp Asn 

290 295 300 

Val Arg His Leu Gly Ser Ser Ala Gly Lys Arg Tyr Ser Pro Gin Phe 

305 310 315 320 



10 3 

Val Lys Ala Ala Lys Leu Leu Hls Trp Asn Gly His Leu Lvs Pro T-o 

Gly Arg Thr Ala Ser Tyr Thr Asp Val Tro Glu Lvs t.--. --r Ii- p,-o 

345 ■ ■ 

Asp Pro Thr Gly Lys ?he Asn Leu lie Arg Ar- Tvr Thr G^u ti» se- 

Asn He Lvs 
370 

<210> 267 
<211> 72 
<212> PRT 

<213> homo sapiens 
<400> 267 

Met Cys Leu Leu Ser Gin Gin Ser Pro Ala Ala Se- Sp- Gl- GT-- 

^5 10 il 

Ala He Trp Arg Arg Ala Gly Thr Gin Thr Arg Ala Leu Asn Ala He 
20 25 20 

Leu T:/r His Pro Gin Gin Ser His Leu Val Glv Ser Thr Ala Leu Glv 
35 40 45 

Leu Thr Leu Pro Leu Leu Tyr Pro Arg Glu Pro Glu Ala Gin Gly Trp 



60 



50 55 

Lys Asp Pro Val Ala Gly Gly Gly 
65 70 

<210> 268 
<211> 137 
<212> PRT 

<213=' homo sapiens 
<400> 268 

val Pro Pro Cys Pro Gin Leu Arg Glu Leu Cys Pro Gly Val Asn Asn 
15 10 15 

Gin Pro Tyr Leu Cys Glu Ser Gly His Cys Cys Glv Glu Thr Gly Cys 
2° 25 "30 

Cys Thr Tyr Tyr Tyr Glu Leu Trp Trp Phe Trp Leu Leu Tri3 Thr Va^ 
35 40 45 ' * 

Leu lie Leu Phe Ser Cys Cys Cys Ala Phe Arg His Arg Arg Ala Lys 

55 SO 

Leu Arg Leu Gin Gin Gin Gin Arg Gin Val Glu He Asa Leu Leu ^la 

70 75 "io 



109 



... .-.-3 .,..a _y3 his G.y A.a 'Jly Pro ?he Pro rhr Glv 3er Leu 

35 90 " 35 

Leu Asp Leu Arg ?he Leu Ser Thr ?he Lys Pre Pro Ala Tvr Glu Asd 
-00 los 

Vai Val His Arg Pro Gly Thr Thr Ser Pro Pro Leu Tvr Cvs Glv =-o 
115 120 125 

Lys Ala Pro Leu Glu Val Val Ser Se*- 
130 135 

<210> 259 
<211> 308 
<212> PRT 

<213> homo sapiens 
<4 00> 259 

Lys His Ala Thr Glu Gin Glu Lys Thr Glu Glu Gly Leu Glv o-o Asn 
1 5 10 - 15 

val Lys Gly He Val Thr Met Leu Me= Leu Met: Leu Leu Men Me^ ohe 
20 25 30 ' ■ 

Ala Val His Cys Thr Tr? Val Thr Ser Asn Ala Tyr Ser Se- o-o Se- 
35 40 45 

Val Val Leu Ala Ser Tyr Asn His Asp Gly Thr Arg Asn He Leu Asd 
^° 53 SO 

Asp Phe Arg Glu Ala Tyr Phe Trp Leu Arg Gin Asn Thr Asd Glu s 

^° 75 ^ io 

Ala Arg Val Met Ser Trp Trp Asp Tyr Gly Tyr Gin He Ala Gly Met 

85 90 95 

Ala Asn Arg Thr Thr Leu Val Asp Asn Asn Thr Trp Asn Asn Ser His 
100 105 110 

He Ala Leu Val Gly Lys Ala Met Ser Ser Asn Glu Thr Ala Ala Tyr 
11= 120 125 

Lys lie Mec Arg Thr Leu Asp Val Asp Tyr Val Leu Val He Phe Glv 

130 135 - - 



140 



Gly Val Ha Gly Tyr Ser Gly Asp Asp He Asn Lys Phe Leu Trp Men 

'^^ 150 155 

Val Arg He Ala Glu Gly Glu His Pro Lys Asp He Arg Glu Ser As = 

1^= 170 175 



110 



•hr ?ro 3ia Gly Glu Phe Arg Vai Asp Lys Aia' Gly Se- 



13 Q 



135 



?0 



Thr Leu Leu Asn Cys Leu iMeu Tyr Lys r^ec Se: 



:qc - -^-5 Glv 



200 



205 



Glu Men Gia Leu Asp Phe Arg Thr Pro Pro Gly Phe Asp Arg Thr Arg 

220 



Asn Ala Glu He Gly Asn Lys Asp He Lys Phe Lys His Leu Glu Glu 

235 240 



Ala Phe Thr Ser Glu His Trp Leu Val Arg He Tyr Lys Val Lvs A1 a 

■ • 250 2^3 

Pro Asp Asn Arg Glu Thr Leu Asp His Lys Pro ^ra Va^ -h- Asr H^ 

250 265 - ^ ^ 

Phe Pro Lys Gin Lys Tyr Leu Ser Lys Lys Thr Thr Lys Arg Lys Arg 



285 



Gly Tyr He Lys Asn Lys Leu Val Phe Lys Lys Gly Lys Lys He Ser 



200 

Lys Lys. Thr Val 
305 

<210> 270 
<211> 113 
<212> PRT 

<213> homo sapiens 
<400> 270 

He Pro Glu Asp Pro His He Asp Glu Ser Lys Ala Lys His Gin Ala 



10 



15 



He He Met Ser Thr Ser Leu Arg Val Ser Pro Ser He His Gly Tyr 
20 25 30 

His Phe Asp Thr Ala Ser Arg Lys Lys Ala Val Gly Asn He Phe Glu 



40 



45 



Asn Thr Asp Gin Glu Ser Leu Glu Arg Leu Phe Arg Asn 
30 55 = • 



60 



Ser Gly Asp 



Lys Lys Ala Glu Glu Arg Ala Lys He He Phe Ala lie Asp Gin Asp 



75 80 



Val Glu Glu Lys Thr Arg Ala Leu Met Ala Leu Lys Lys Arg Thr Lvs 

3= 90 95 - 



Asp Lys Leu ?he Gin ?he Leu Lys Leu Arg Lys Tvr Ser lie Lvs Vai 
100 105 * ' 110 



<210> 2^1 

<211> 100 

<212> PRT 

<213> homo sapiens 

<400> 271 

Gin Met Gin His ?he Ala Ala Thr Leu Gin Ala Se- Leu Leu Se- Glv 
1 5 10 15 * 

Leu Gin Arg Leu Glu Arg Asp Arg Asp Tru Lys Glv Thr Ara Thr G^u 
20 • ' 25 ' 30 ^ 

Gin Thr Gly Tyr Lys Asp Ser Lys Gin Phe His Ala Leu Cvs Cvs Tvr 
35 40 45 * ' 

Arg Gly Glu Gin Asn Ala Phe Ser Lvs Asp Leu Lys Thr Leu or-o Se- 
50 55 60 

Leu Gin Glu Arg lie Asp Ala Asp Arg Arg Ala Trp Thr Asp Val Met 
^5 70 75 ' 30 

Arg Thr Lys Glu Asn Arg Trp Leu Glu Met Thr Phe lie Gin Glv His 

95 90 95 

Phe Val Arg Pro 
100 

<210> 272 

<211> 20 

<212> PRT 

<213> homo sapiens 

<400> 272 

Pro Arg lie Pro Val Thr Leu Asn Met Lys Met Val Met Pro Ser Cys 
15 10 15 



Gin Gly Leu Asp 
20 

<210> 273 
<211> 136 
<212> PRT 
<213> homo sapiens 

<400> 273 



Cys Pro Pro Val Lys Ala Leu lie Glu His Glu Met Lys Asn Gly He 
15 10 15 

Pro Ala Asn Arg lie Val Leu Gly Gly Phe Ser Gin Gly Gly Ala Leu 



25 30 

3er leu Tyr Thr Aia Leu Thr Cys Pro His Pro Leu Ala Glv zie Vai 

40 45 



A^a Lau 3er Cys Trp Leu Pro Leu His Arg Ala ?he Pro 01: 



Ala Aia 



50 



Asn Gly 3er Ala Lys Asp Leu Ala lie Leu Gin Cvs His Glv Glu Leu 

^0 75 ' ' 30 

Asp Pro Met Val Pro Val Arg Phe Gly Ala Leu Thr Ala Glu Lys Leu 

35 90 95 

Arg Ser Val Val Thr Pro Ala Arg Vai Gin Phe Lvs Thr -rvr P-o G^v 

iOO 105 * .^:,3 

Val Me- His Ser Ser Cys Pro Gin Glu Met Ala Aia Val Lvs Glu Phe 
115 2. 2 0 



Leu Glu Lvs Leu Leu Pro Pro Val 
130 135 

<210> 274 

<211> 91 

<212> PRT 

<213> homo sapiens 

<400> 274 

Mec Trp Val Leu Lys Leu Asp Arg Asn Thr Met Asn Val Lys He P^o 
^5 10 15 

Pro He Phe Cys Ser Lys Lys Lys Asn Pro Lys Asn Lys Lys Thr Asn 
20 25 30 

Lys Lys Pro Arg Met Phe Phe Gly He Thr Glu He Ser Gin Thr T-td 
35 40 45 

Val Phe Ser Tyr Ser Leu Cys Thr Phe Phe Gin Val Leu Cys Phe Ala 
50 55 60 

Cys Ser Thr Asp Cys Val He Leu He Phe He Asp Ser Ser Leu Ala 

70 75 ao 

Mec Gin Tyr Pro Cys Leu Thr His Arg Cvs Leu 

85 90 

<210> 275 
<211> 75 
<212> PRT 

<213> homo sapiens 



<400> 2'^5 



113 

'-^r -^^ -^-a Asp Asn Ala Leu Pre 3er Thr Giu He Thr Leu Giu 

2 10 ^ 

Ser Phe Asp Cys Leu Thr Gin Asp Val Leu Cys 



Ser Pro Leu Leu Gly 
20 



30 



His Ser Giu Val Phe He Trp Gly Arg Ser Leu Tvr Glv Asp Val Asn 



45 



Asp Ser Val Ser Gly Leu Cys He Thr Ser His Trx^ Ser Giu Thr Pro 
50 55 el 

Val Cys Gin Ala Trp He Leu His Cvs Lvs Thr 
.70 " 75 

<210> 276 
<2H> 120 
<212> PRT 
<213> homo sapiens 

<400> 276 

Gly Gly Lys Giu Lys Thr Lys Lys He Gin Leu Arg Asn Arg Thr Men 
- S 10 

He Gin His Leu Gin Lys Ala Ser Ser He Ser Leu Lvs Lys Ala Ahr 
20 25 * 30 ■ 

Asp Cys Ala Ser Ala Gly Ser Giu Lys Gly Tru Ala Ala Glv Thr Ala 
35 40 45 " * 

Ala Ser Trp Val Thr Arg Gin Gin Ser Gin Arg Leu Glv Val Arg Leu 

55 60 ' 

Arg Thr Pro Leu Trp Pro Giu His Lys Arg His Trp His Cys Lvs Leu 

70 75 - 30 

Ser Val Thr Trp Pro Ser Phe Leu Ser Ser He Ser Pro Asn He Cvs 

85 90 95 

Ala His Pro Giu Giu Leu Ser Gly Asn Ser Arg Val Arg Ala Glv Ara 

105 110 ' ^ 

Arg Gly Giu Arg Thr Lys Arg Giu 
115 120 

<c210> 277 
<211> 113 
<212> PRT 

<213> homo sapiens 
<400> 277 

Val Ala Pro Phe Pro He Pro Thr Gin Giu His Arg Gly Glv Glv G^ u 

^ 10 ' 15 



114 

Glv Arg lau Ser Leu Ser Lys Ser 3er Tvr Leu His ohe A>-a A-o 



Ala. Glu Thr Gin Ser Arg Leu Tyr lie Asn Cys Leu Ala 



Asp Arg Val 



Thr Lys Thr His Trp Ser Thr Cys Ala Phe Ser Ser Leu Cys Pro Se- 

55 50 

Leu He Gin Thr Ala Thr Cys Gin Ser Pro Ala Thr Leu Lys Thr His 

75 30 

Gly Gin Leu Pro Gly Phe Thr Lys Leu Thr Ala Phe Leu His Lys Val 

85 90 95 

Lys Thr Thr Thr Ala Ser Val Cys Gly Pro Ser Ala ^hr -h>- Lvs Le- 

105 ^10 

Ser 

<210> 278 
<211> 35 
<212> PRT 

<213> homo sapiens 
<400> 273 

Pro Tyr- Asp Pro Ala Cys Leu Leu He Phe Ser Leu Pro Leu P-o Phe 
^5 10 15 

Leu Ser Leu Ser Ser Arg Ser His Leu Pro Gly Leu Lvs Tyr Phe Val 
20 25 ' ^ 30 * 

Gly He Ala Tyr Tyr He He Leu Ala Asp Glu Pro Gin Asp Asn Val 
35 40 45 

Tyr Thr His Thr His Thr Tyr Thr His Thr Lys Ser Gin Leu Leu Lys 

55 60 

Ser Gly Leu Gly He Arg Leu Leu Cys Pro Val Lys Asn Ser Cys Thr 

^0 75 80 

Glu Val He Val Thr 

85 

<210> 279 
<211> 69 
<2 12> PRT 

<213> homo sapiens 
<400> 279 

Asn Ser Phe Lys Val Val Lys Lys Leu Ala Thr Thr Tro Se- Leu Ser 

5 10 ^ ^5 




115 



He Lys Arg Lys Gin C-ly Lys Gin Thr His Ser Leu Asp Gin Lvs Lys 

25 . 30 ■ 

Leu Asp Gin Val His Trp Asn Gin Ser Val Thr Thr Gin Vai Thr Me^ 

40 



45 



Thr Ser Val Gin Glu ?he ?he Thr Glv His Ara Se- Leu =-o Se- 

55 '50 - -- - 

Pro Leu Phe Asn Ser 
65 

<210> 280 
<211> 593 
<212> PRT 

<213> homo sapiens 
<400> 280 



Val Ser Glu Lys Cys Arg lie Asp Thr Glu He Leu Pro Ser Leu ='h- 

5 10 15 

Met Arg Cys Thr Thr Asp Leu Asn Arg Lys Asp Lvs Phe P-o Ala I^e 

20 25 



30 



Thr His Leu Lys Phe Leu Ala Arg Asp Met Ser Glu Gin Val Leu Leu 
35 40 45 

Cys Ala Ser Ser Gin Thr Ser Ser He Val Glu Cys Trp Ser Leu Arg 



60 



Lys Glu Gly Leu Pro Val Asn Asn He Phe Gin Gin He Ser Pro Val 

^° 75 80 

Val Gly Asp Lys Gin Pro Thr He Leu Lys Trp Arg He Leu Ser Ala 

85 90 95 

Thr Asn Asp Leu Asp Arg Val Ser Ala Val Ala Leu Pro Lys Leu Pro 

100 105 1^10 

He Ser Leu Thr Asn Thr Asp Leu Lys Val Ala Ser Asp Thr Gin Phe 

115 120 125 

Tyr Pro Gly Leu Gly Leu Ala Leu Ala Phe His Asp Gly Ser Val His 

' 135 140 

He Val His Arg Leu Ser Leu Gin Thr Met Ala Val Phe Tvr Ser Se- 

155 * . 

Ala Ala Pro Arg Pro Val Asp Glu Pro Ala Met Lvs Arg Pro Arg Th- 

170 175 



lis 

Ala Gly Pro Ala Val His Leu Lys Aia Met: Gin Leu Ser Trp ^hr Se- 

135 . 190 

Leu Ala Leu Val Gly He Asp Ser His Glv Lvs Leu 5er Val Leu Arq 
1S5 200 205 

Leu ser Pro Ser Mez Gly His Pro Leu Glu Val Glv Leu Ala Leu Arg 
210 215 220 

His Leu Leu Phe Leu Leu Glu Tyr Cys Met Val Thr Glv Tyr Aso Trr3 

230 235 ^ ^ 240 

Trp Asp He Leu Leu His Val Gin Pro Ser Mec Val Gin Ser Leu Vai 
' 245 250 255 

Glu Lys Leu His Glu Glu Tyr Thr Arg Gin Thr Ala Ala Leu Gin GTn 
260 265 2-70 

Val Leu Ser Thr Arg lie Leu Ala Met Lys Ala Ser Leu Cvs Lvs Leu 
275 230 235 

Ser Pro Cys Thr Val Thr Arg Val Cvs Aso Tyr His Thr Lvs Leu ^h- 
290 295 300 * 

Leu lie Ala He Ser Ser Thr Leu Lys Ser Leu Leu Arg Pro His Phe 

310 315 320 

Leu Asn Thr Pro Asp Lys Ser Pro Gly Asp Arg Leu Thr Glu He Cvs 

325 330 335 

Thr Lys He Thr Asp Val Asp He Asp Lys Val Mec He Asn Leu Lvs 

345 350 

Thr Glu Glu Phe Val Leu Asp Met Asn Thr Leu Gin Ala Leu Gin Gin 
355 360 365 

Leu Leu Gin Trp Val Gly Asp Phe Val Leu Tyr Leu Leu Ala Ser Leu 
370 375 330 

Pro Asn Gin Gly Ser Leu Leu Arg Pro Gly His Ser Phe Leu Arq Asd 

390 395 ^ 40b 

Gly Thr Ser Leu Gly Met Leu Arg Glu Leu Met Val Val He Arg He 

405 415 



Trp Gly Leu Leu Lys Pro 
420 



Ser Cys Leu Pro Val Tyr Thr Ala Thr Ser 
425 430 



Asp Thr Gin Asp 3er Me:: 
435 



117 

Ser Leu Leu Phe Arg 
440 



Leu Leu Thr Lys Leu 
445 



Trp He Cys 
450 



:ys Arg Asp Giu Gly Pro Ala Ser Glu Pro Asd Glu Ala 

460 



Leu Val Asp Glu Cys Cys Leu Leu Pro Ser Gin Leu Leu He Pro Se- 

^'^ 475 480 



Leu Asp Trp Leu Pro Ala Ser Asp Gly Leu Val Ser Arg Leu Gin Pro 

485 490 



495 



Lys Gin Pro Leu Arg Leu Gin Phe Gly Arg Al 
500 505 



a Pro Thr Leu Pro Glv 
510 



Ser Ala Ala Thr Leu Gin Leu Asp Glv Leu Ala Ara Ala ^=ro Glv Gl- 
515 520 ^ 525 



Pro Lys lie Asp His Leu Arg Arg Leu Hi 



_ lis Leu Gly Ala Cvs Pro Thr 

535 540 



Glu Glu Cys Lys Ala Cys Thr Arg Cys Gly Cys Val Thr Met Leu Lvs 

550 555 560 

Ser Pro Asn Arg Thr Thr Ala Val Lys Gin Trp Glu Gin Arg Trp He 

565 570 575 

Lys Asn Cys Leu Cys Gly Gly Leu Trp Trp Arg Val Pro Leu Ser Tyr 
530 585 590 

Pro 

<210> 281 
<211> 292 
<212> PRT 

<213> homo saoiens 



<400> 281 



Leu Arg Gly Thr Arg His Gin Ser Pro Pro His Arg Gin Phe Leu He 
15 10 15 



Gin Arg Cys Ser His Cys Phe Thr Ala Val Val Leu Leu Gly Asp Leu 

20 25 30 



Ser Met Val Thr Gin Pro His Leu Val Gin Ala Leu His Ser Ser Val 

35 40 45 

Gly Gin Ala Pro Arg Cys Ser Leu Arg Arg Trp Ser He Leu Gly Trn 

50 55 60 



Pro Gly Ala Leu Ala Arg Pro Ser Ser Cv. 



ys Arg Val Ala Ala Leu Pi 



11.3 



Gly 3er Vai Gly Ala Arg Pro Asn Cys Arg Arg Arg Giy Cvs Leu cv. 

35 90 ■ 95 

cys Arg Arg i,eu Thr Arg Pro 3er Leu Ala Gly Ser Glr. 3er Arg Leu 

■^^^ 110 

Gly lie ser Ser Trp Leu Gly Ser Arg Gin His Ser Ser Thr Ser Ala 

120 

ser ser Gly Ser Leu Ala Gly Pro Ser Ser Arg Gla Gin He Gla Ser 

140 

Leu val ser Arg Arg Lys Ser Arg Asp Met Leu Ser Trp Val Ser Glu 



155 



150 



/al Ala val Tyr Thr Gly Arg Gin Leu Gly ?he ^rg ^rc 

165 - - - ^ 



■g Pro GJ 



170 ;^7q 

Arg Mec Thr Thr He Asn Ser Arg Ser Mec Pro Ser Glu Val ^ro Se^ 
130 185 .90 

Arg Arg Lys Leu Trp Pro Gly Leu Ser Arg Glu Pro Trp Leu Glv Arg 

200 205 

Leu Ala Ser Arg Tyr Ser Thr Lys Ser Pro Thr His Cys Lys Ser Cvs 

220 

cys ser Ala Cys Ser Val Phe Met Ser Ser Thr Asn Ser Ser Val Leu 



230 235 



240 



Arg Leu He Met Thr Leu Ser Mec Ser Thr Ser Val He Leu Val Gin 



250 



255 



He ser Val Ser Arg Ser Pro Gly Leu Leu Ser Gly Val Leu Arg Lys 

2 6 5 * 



270 



Trp Gly Arg Ser Ser Asp Phe Arg Val Glu Leu Mec Ala Met Arg Lys 



235 



Ser Leu Val Trp 
290 

<210> 282 
<211> 172 
<212> PRT 

<:2 13 > homo sapiens 
<400> 282 



Thr Pro Ala Leu Arc: 



119 



Ala Arg Ser Leu Arg Asp Arg Cvs Ala Arc; Ala 

10 ' 1 q 



Pro C'/s Pro Hi s 
20 



Gly Gin Gin Arg Arg Arg Arg Arg Leu Asn Ala 
25 30 



Glu Gl'/ Ala Glu 



Ala Arg Gly Gly Gly Ser Ser Tvr Ser Glu Met 
40 45 



Ala Glu Thr Val Ala Asp Thr Arg Arg Leu lie Thr Lvs ?-o Gin Asn 
50 55 SO 



Leu Asn Asp Ala Tyr Gly Pro Pro Ser Asn Phe Leu Glu lie Asp Va 
65 70 75 



1 
30 



Ser Asn Pro Gin Thr Val Gl,y Val Gly Arg Gly Arg Phe Thr Thr Tvr 

35 90 95 

Glu He Arg Val Lys Thr Asn Leu Pro lie Phe Lvs Leu Lvs Glu Ser 
100 105 * lio 

Thr Val Arg Arg Arg Tyr Ser Asp Phe Glu Trp Leu Arg Ser Glu Leu 
115 120 125 

Glu Arg Glu Ser Lys Val Val Val Pro Pro Leu Pro Gly Lys Ala Phe 
130 135 140 

Leu Arg Gin Phe Leu Leu Glu Glu Met Met Glu Tyr Leu Me^ Thr He 

150 155 160 

Leu Leu Arg Lys Glu Asn Lys Gly Trp Ser Ser Leu 

165 170 

<210> 283 
<211> 106 
<212> PRT 

<213> homo sapiens 
<400> 283 

Asn Tyr Leu Gly Arg Phe Gin Pro Gin Trp Phe Asn Asp Asn Lys Thr 



10 



15 



Thr Lys His Gly Thr Ser Asn Ser Leu He Lys Leu Leu Ser His Leu 

20 25 30 

Phe His Arg Met Met Arg Phe Phe Leu Phe Thr Val Ser His Gin Glv 

35 40 45 



Lys Lys Asn Pro Pro Thr Ser Cys Leu Phe Phe Phe Leu Met Pro Glv 
50 55 60 



Ser 



lie 



His Cys Leu Phe Lys Arg Pro Met Gin Lys Lys Val Asp 



120 

55 70 75 30 

Lys Ala Leu Ala Gin Glu Leu Gly Leu Pro Vai Val Vai Pro Glv Leu 

35 90 95 

Pro Cys Trp Gly Val Pro Lys Ser Val Pro 
100 ' 105 

<210> 234 
<211> 105 
<212> PRT 

<213> homo sapiens 
<400> 284 

Met Gly Asn Phe Phe Phe Phe Glu Pro Gly Thr Cvs Tvr Val Ala Gin 
1 -5 10 ' * 15 

Ala Gly Leu Glu Leu Leu Asn Ser Ser Aso Pro Leu Thr Ser Ala Se^ 
2 0 25 ^ 3 0 

Gin rie Ala Glu Thr Thr Gly Thr His His Cys Thr Trp Leu Lvs Thr 
35 40 ' 45 * 

lie Phe Leu Lys Asn Lys Ser Thr Ala Leu His Leu Tyr Leu Leu Val 
50 55 60 

Ser Leu Gin Phe Lys His Thr lie Asn Asp Tyr Asn lie Leu Phe Lys 
65 70 75 80 

Ala Gly Arg Ser Gly Ser Trp Leu Gin Leu Glu Gin Phe lie Thr Ser 

35 90 95 

Gly Tyr Leu Arg Ala Arg Lys lie Gin 
100 105 

<210> 285 
<211> 113 
<212> PRT 

<213> homo sapiens 
<400> 235 

Thr Gly Met Gly Gly Gly Ser Gly Cys Arg Glu Leu Leu Cys Pro Cys 
15 10 15 

Lys Gly Ala Glu Thr Pro Val Glu Leu Arg Lys Ser Asp Gly He Tyr 
20 25 30 

Arg Val Leu Gly Lys Pro Trp Leu Cys Leu His His Gly Glu Arg Pro 
35 40 45 



Trp Ala Gly Ser Pro Pro Ser Cys Arg Ser Val Arg Leu Asp Ala Aso 
50 55 60 



Gly Gly Ser Asp Gin 
6 5 



121 

Leu Ala Ser Val Ser 
70 



Leu Arg His Glu Ala Ala 
75 ' 30 



?he Ser Ser Gly ?he Gin Ser His Ser Gly Leu Pro Men Ala Asp Arg 

35 90 55 



Val Ala Lys Val Arg Asn Gly Lys Cys lie Ala Val 
100 105 



Cyr Leu Pro Se: 

110 



Pro Thr Lys Gin lie Thr 
115 

210> 286 
211> 109 
212> PRT 

213> homo sapiens 
400> 286 



Tyr Ala Asn Gin Ser Ser Ser Leu Arg Phe Lys lie Lys Tyr Lys Leu 



10 



15 



Leu Cys Phe Ser Thr His Ser Gly Ser lie Val Pro Glu Pro Asp Cys 
20 "25 30 ' ' 

Tyr Phe Phe lie Leu Asn He He Phe Pro His Leu lie Cys Leu Pro 
35 40 45 

Leu He His Arg His Leu Glu Lys Glu Met Gly Gly Cys Leu Leu Ser 
50 55 60 

Leu Ser Leu Cys Phe Val Pro Val Val Arg Leu Ala Ala Ser Val Ala 
65 70 75 30 

Arg Trp Ala Trp Leu Glu Pro Trp Val Arg Gin Val Ala Gly Gly Asp 

85 90 95 

Arg Glu Arg Leu Arg Gly Lys Trp Trp His Leu Leu Leu 
100 105 

210> 287 
211> 74 
212> PRT 

213> homo sapiens 
400> 287 



Ser Gin Leu Leu Gly Arg Leu Arg Gin Glu Asn His Leu Asn Ser Gly 



10 



15 



Gly Arg Gly Cys Ser Glu Leu Arg Ser Cys His Cys Thr Pro Ala Trp 
20 25 30 



Ala Thr Arg Val Lys Leu Arg Leu Lys Lys Lys Lys Lys Glu Met Phe 
35 * 40 ' 45 



122 



lie 
5 0 



?he ?he Mec 



3er 
55 



lie Gin Ala Leu 



Phe 
60 



His Gly Gin Gin 



Val He Phe His Asn Val Asp Phe Pro Lys 
55 ■ 70 

<210> 233 
<211> 57 
<212> ?RT 

<213> homo sapiens 
<400> 288 

Arg Arg Gly Phe Leu His Val Gly Gin Ala Gly Leu Glu Phe Leu Thr 
15 10 15 

Ser Gly Asp Pro Pro Ala Ser Ala Thr Gin Ser Ala Gly lie Thr Gly 
20 . . 25 30 ^ 

He Ser His Arg Glu Arg Pro lie Leu Leu Phe He Tv'r Phe Leu Arg 
35 40 45 

Trp Ser Leu Ala Leu Phe Arg Asp Leu Arg Pro Leu Gin Pro Ser Pro 
50 55 50 

Leu Gin Phe 
55 

<210> 289 

<211> 84 

<212> PRT 

<213> homo sapiens 

<400> 289 

Ser Thr Arg Pro Arg Glu Arg Arg Asn Arg Ser Val Asp Glu Cys Gin 
15 10 15 

Leu He Asn Val Lys Xxx Arg His Xxx Leu Val Cys Leu Xxx Cys Phe 
20 25 30 

Cys Leu Tyr Xxx Gin Pro Asp Xxx Val Ser Xxx Glu Tyr Lys Xxx Trp 
35 40 45 

Gly Leu Leu Pro Gin Xxx Leu Phe Xxx He Ser Xxx Glu Lys Lys Asn 
50 55 60 

Asp Arg Xx:<: Xxx Gly Xxx He Xxx Arg Xxx Ala Arg Phe Xxx Ser Thr 
65 70 75 80 



Asn Xxx Asn Xxx 

<210> 290 

<211> 77 

<212> PRT 

<213> homo sapiens 
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130 
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Ser 
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Leu Pro Val Arg Arg Giy 3er Vai Thr Vai Leu Ser Glv Tvr Ala Ala 

155 170 ' ' 175 

Asp Glu lie Thr His Cys lie Arg Pro Gin Asp lie Lvs Glu Arg Arg 
130 185 ' ' 190 

Ala Val lie lie Leu Arg Lys Thr Arg Leu Asp Ala Pro Arg Leu Glu 
195 200 205 

Thr Lys Ser Leu Ser Ser Ser Val Leu Pro Pro Ser Tyr Ala Ser Asd 
210 215 220 

Arg Leu Ser Gly Asn Asn Arg Asp Pro Ala Leu Lys Pro Lys Arg Ser 
225 230 . . 235 240 

His Arg Lys Ala Asp Pro Asp Ala Ala His Arg Pro Ara lie Leu Glu 

245 250 " 255 

Met Asp Lys Glu Glu Asn Arg Arg Ser Val Leu Leu Pro Thr His Arg 
260 265 270 

Arg Arg Gly Ser Phe Ser Ser Glu Asn Tyr Trp Arg Lys Ser Tyr Glu 
275 280 285 

Ser Ser Glu Asp Cys Ser Glu Ala Ala Gly Ser Pro Ala Arg Lys Val 
290 295 300 

Lys Met Arg Arg His 
305 

<210> 292 
<211> 191 
<212> PRT 

<213> homo sapiens 
<400> 292 

Ser Cys Leu Pro Glu Asp Asp Asp Cys Ser Ala Leu Leu Asp Val Leu 
15 10 15 

Arg Pro Tyr Ala Val Ser Asp Phe lie Ser Ser He Ser Thr Glu His 
20 25 30 

Ser His Ala Ser Pro Ala His Arg Gin Gly Lys His TrD Phe Arg His 
35 40 - 45 

Pro Asn Arg Leu Glu Leu Glu Leu Ala Ala Glu Ala Gin Arg Arg Val 
50 55 60 

Ala Lys Glu Gly His Gly His Asp Gly Ala Leu Glu Asp Val Asp Gly 
65 70 75 80 
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Val His Val Gly His Asp Ala Ala Ala Gly Leu Val Val- Val Asp Asd 

35 90 95 

Arg Ala Val Asp Glu Ala Leu Gly Asp Asp Ala Val Leu His Gin Leu 
100 105 110 

Leu Asp His Gin Leu Met His Pro Val Arg Asp Leu Val Asp Val Ala 
115 120 125 

Arg Arg Val Arg Gly Ala Pro Gly Pro Ala Arg Ala Ser Ala Ala Glv 
130 135 140 

Pro Arg Thr Cys Ser Pro Arg Arg Arg Ser Thr Cys Cys Ala Gly Glv 

150 _ 155 150 

Pro Gly Pro Pro Cys Ala Arg Cys Thr Gly Pro Ser Arg Arg Gly Thr 

165 170 175 

Pro Pro His Arg Cys Gly Pro Arg Ser Trp Ser Thr His Pro Asp 
180 185 190 

<210> 293 
<211> 478 
<212> PRT 

<213> homo sapiens 
<400> 293 

Met Gly Arg Cys Cys Phe Tyr Thr Ala Gly Thr Leu Ser Leu Leu Leu 
15 10 15 

Leu Val Thr Ser Val Thr Leu Leu Val Ala Arg Val Phe Gin Lys Ala 
20 25 30 

Val Asp Gin Ser He Glu Lys Lys He Val Leu Arg Asn Gly Thr Glu 
35 40 45 

Ala Phe Asp Ser Trp Glu Lys Pro Pro Leu Pro Val Tyr Thr Gin Phe 
50 55 60 

Tyr Phe Phe Asn Val Thr Asn Pro Glu Glu He Leu Arg Gly Glu Thr 
^5 70 75 80 

Pro Arg Val Glu Glu Val Gly Pro Tyr Thr Tyr Arg Glu Leu Arg Asn 

85 90 95 

Lys Ala Asn He Gin Phe Gly Asp Asn Gly Thr Thr He Ser Ala Val 
100 105 110 

Ser Asn Lys Ala Tyr Val Phe Glu Arg Asp Gin Ser Val Gly Asp Pro 
115 120 125 



Lys He Asp Leu He Arg Thr Leu Asn He Pro Val Leu Thr Val Hp 
130 135 

Glu Trp 3er Gin Val His Phe Leu Arg Glu He He Glu Ala Men Leu 

145 150 155 

Lys Ala Tyr Gin Gin Lys Leu Phe Val Thr His Thr Val Asp Glu Leu 

165 170 175 

Leu Trp Gly Tyr Lys Asp Glu He Leu Ser Leu He His Val Phe Arg 
130 185 190 

Pro Asp He Ser Pro Tyr Phe Gly Leu Phe Tyr Glu Lvs Asn Gly Thr 
195 ^ 200 205 

Asn 'Asp Gly Asp Tyr Val Phe Leu Thr Glv Glu Asd Ser Tvr Leu Asn 
210 215 220 

Phe Thr Lys He Val Glu Trp Asn Gly Lys Thr Ser Leu Asd Trp Trp 

230 235 ' 240 

He Thr Asp Lys Cys Asn Met He Asn Gly Thr Asp Gly Asp Ser Phe 

245 250 255 

His Pro Leu He Thr Lys Asp Glu Val Leu Tyr Val Phe Pro Ser Asp 
260 265 270 

Phe Cys Arg Ser Val Tyr He Thr Phe Ser Asp Tyr Glu Ser Val Gin 
275 280 285 

Gly Leu Pro Ala Phe Arg Tyr Lys Val Pro ' Ala Glu He Leu Ala Asn 
290 295 300 

Thr Ser Asp Asn Ala Gly Phe Cys He Pro Glu Gly Asn Cys Leu Gly 
305 310 315 320 

Ser Gly Val Leu Asn Val Ser He Cys Lys Asn Gly Ala Pro He He 

325 330 335 

Met Ser Phe Pro His Phe Tyr Gin Ala Asp Glu Arg Phe Val Ser Ala 
340 345 350 

He Glu Gly Met His Pro Asn Gin Glu Asp His Glu Thr Phe Val Asp 
355 360 365 



He Asn Pro Leu Thr Gly He He Leu Lvs Ala Ala Lys Arg Phe Gin 
370 375 380 



127 

rie Asn He T^/r Val Lys Lys Leu Asp Asd Phe Val Glu Thr Glv Asd 
385 390 "395 40O 

lie Arg Thr Mec Val Phe Pro Val Met Tyr Leu Asn Glu Ser Val His 

^05 410 415 

lis Asp Lys Glu Thr Ala Ser Arg Leu Lys Ser Mec He Asn Thr Thr 
-^20 425 430 

Leu He He Thr Asn He Pro Tyr He He Met Ala Leu Gly Val Phe 
435 440 445 

Phe Gly Leu Val Phe Thr Trp Leu Ala Cys Lys Gly Gin Gly Ser Met 
450 455 460 

Asp Glu Gly Thr Ala Asp Glu Arg Ala Pro Leu He Arg Thr 
465 470 475 

<210> 294 
<211> 266 
<212> PRT 

<213> homo sapiens 
<400> 294 

Ala Phe Leu Pro Ser Pro Thr Val Ala Ala Gin Ala Ala Ala Arg Glu 
15 10 15 

His Ala Gly Gly His Ser Ala Ala Lys Asn Gly Ala Thr Gly Val Glu 
20 25 30 

Leu Asp He Glu Phe Thr Ser Asp Gly He Pro Val Leu Met His Asp 
35 40 45 

Asn Thr Val Asp Arg Thr Thr Asp Gly Thr Gly Arg Leu Cys Asp Leu 
50 55 60 



Thr Phe Glu Gl 
65 70 



n He Arg Lys Leu Asn Pro Ala Ala Asn His Arg Leu 

75 80 



Arg Asn Asp Phe Pro Asp Glu Lys He Pro Thr Leu Arg Glu Ala Val 

35 90 95 

Ala Glu Cys Leu Asn His Asn Leu Thr He Phe Phe Asp Val Lys Gly 

^00 105 110 

His Ala His Lys Ala Thr Glu Ala Leu Lys Lys Met Tyr Met Glu Phe 



H5 120 
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Pro Gin Leu Tyr Asn Asn Ser Val Val Cys Ser Phe Leu Pro Glu Val 
130 135 140 



# 
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lie Tyr 
145 



Lys Men Arg Gin Thr Asp Arg Asp Val He Thr Ala Leu ^hr 



His Arg Pro Trp Ser Leu 3er His Thr Glv Asd Glv 

165 17b 



Lys Pro Arg Tyr 
175 



Asp Thr Phe Trp Lys His Phe He Phe Val Met Mec Asp lie Leu Leu 

185 190 

Asp Trp Ser Met His Asn He Leu Trp Tyr Leu Cys Gly He Ser Ala 
1^5 200 205 

Phe Leu Met Gin Lys Asp Phe Val Ser Pro Ala Tyr Leu Lys Lys T-d 
210 • 215 220 ^ 

Ser Ala Lys Gly He Gin Val Val Gly Trp Thr Val Asn Thr Phe Asd 

230 235 24b 

Glu Lys Ser Tyr Tyr Glu Ser His Leu Gly Ser Ser Tyr He Thr Asp 

245 250 255 

Ser Met Val Glu Asp Cvs Glu Pro His Phe 
260 265 

<210> 295 
<211> 165 
<212> PRT 

<213> homo sapiens 
<400> 295 

Gin He Leu Pro Ala Phe He Leu Leu Phe Asn Gly Leu Lys Arg Ala 
15 10 15 

Tyr Ala Cys His Ala Glu His Glu Thr Glu Glu Leu Gly Ser Asp Glu 
20 25 30 

Asp Asp He Asp Glu Asp Gly Gin Glu Tyr Leu Glu He Leu Ala Lys 
35 40 45 

Gin Ala Gly Glu Asp Gly Asp Asp Glu Asp Trp Glu Glu Asp Asp Ala 
50 55 60 

Glu Glu Thr Ala Leu Glu Gly Tyr Ser Thr He He Asp Asp Glu Asp 
^5 70 75 80 

Asn Pro Val Asp Glu Tyr Gin He Phe Lys Ala He Phe Gin Thr He 

85 90 95 



Gin Asn Arg Asn Pro Val Trp Tyr Gin Ala Leu Thr His Gly Leu Asn 
100 105 110 
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Glu Glu Gin Arg Lys Gin Leu Gin Asp He Ala Thr Leu Ala Asp Gin 
115 120 * 125 



Arg Arg Ala Ala His Glu Ser Lys Met lie Glu Lys His 
130 135 140 



Gly Gly Tyi 



Lys Phe Ser Ala Pro Val Val Pro Ser Ser Phe Asn ?he Gly Gly Pro 
145 150 155 ' 160 



Ala Pro Gly Met Asn 

165 



